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1. OITUCAHUE HABOPA U OBJIACTb IIPUMEHEHUA
1.1. Onucanue Hadopa
HabGop pearentoB «GeneProfile Cattle» mnpemnazHadeH mjis  T€HETHUYECKOU
UICHTH()UKAIIUN U OTIPEICIICHUs POJCTBA KPYITHOTO pOraToro ckota (Bos taurus).

B ocHoBe paboTel Habopa JEKHUT MyJbTUILIEKCHas amiurdukanus 16-tu STR-mokycoB ¢
nocneayomuM asanu3oM auH [T P-npoaykToB MeTo10M KamUISIPHOTO JeKTpodopesa.

Bce mnpencraBmenneie B Habope STR-TOKyChHl SIBISIOTCS IUHYKICOTUAHBIMH. M3 Hux
JBEHA/INATh peKoMeHJ0BaHbl MexayHapoaasiM O0mectBoM ['enetrku XKuBoTHbIX (International
Society of Animal Genetics - ISAG): BM1818, BM1824, BM2113, ETH3, ETH10, ETH225,
INRAO023, SPS115, TGLAS3, TGLA122, TGLA126, TGLA227. Tpu nokyca peKOMEHI0BaHbI
[Tpo10BONBCTBEHHOM 1 CENBCKOX035HCTBeHHON opranmn3anueld Oobennnenasix Hanmii (Food and
Agriculture Organization of the United Nations - FAO) mis reHeTM4ecKHX HCCIeI0BaHUI
momamHUX SKHBOTHBIX: CSSM66, CSRM60, ILSTS006. Takxke, HONMOJTHUTEIHFHO BKIIIOYCH
BbICcOKOTIOIMMOp(hHBIH 1okyc HAUT27.

Hcnonb3yemble B Habope mpaiiMepbl MEUEHBbl KPACUTEISIMH, JETEKTUPYEMBbIMH B KaHallax
Blue, Green, Yellow, Red. Cranmmaptr mmun CJ/[-240 nerextupyercs B kaHaime Orange.
Hcnonb3oBanue natu KpacuTeaen Mo3BOISET OJHOBPEMEHHO JIETEKTUPOBATH 16 aMIUIMKOHOB U
CTaH[APT JUTHH B OJTHOM KaruJLIspe.

Ta6muma 1. Xapaktepuctrka STR mokycoB Habopa GeneProfile Cattle

Kpacens | Jogye | (PRI | Crpyirypanomropa || JHETRAOIHE | 0T
TGLA227 | DI8SI (TG)n 64-92 75-103
BM2113 | D2S26 (CA)n 106-128 121-143
Blue I GIASs | Dless (TG)CG(TG)(TA) | 140-177 154-190
ETHIO | D5S3 (AC) 188-206 209-225
CSRM60 | D10S5 (AC) 79-104 88-114
SPSI15 | DI5 (CA)TA(CA)s 113-127 248-262
Green I GLAI22 | D21s6 (AC)(AT)n 137-183 137-183
BMISIS | D23S2I (TG)n 197-223 256-280
HAUT27 | D26S21 (AC) 120-138 140-158
CSSM66 | D14S31 (AC) 142-168 179-205
Yellow o f1s24 | DIs3 (GT)n 178-200 178-190
ETH3 D5S3 (AC) 207-235 103-131
TGLAI126 | D20S1 (TG)n 77-93 109-125
ETH225 | D9S2 (TGUCG(TG)(CA) | 99-117 140-158
RED FNRA023 | D3sio (AC) 136-160 198-222
ILSTS006 | D7S8 (GT)n 173191 284-302

[Tpaiimepsr s TP momoOpansl ¢ yuerom mnpoBeneHus ammuimukanuu Bcex 16 STR-
JIOKyCOB B OaHOW mpobupke. Pasmep ammmduiupyemsix [IIIP npomykToB Haxomutcs B
nuamna3one oT 64 mo 236 map HyKJICOTHIOB (C YYeTOM BCEX M3BECTHBIX ajuieneil). Paznenenue
aMIUIMKOHOB, TONy4YeHHbIX B pesyibrare [I[P, mnpoBomuTcs MeTOAOM KalWJUIIPHOTO
anekTpodope3a ¢ MCMOIB30BAHMEM ABTOMATHUECKHX T'CHETHUYECKUX aHAIM3aTOPOB (Hampumep
Hanodop 05).

s momydenust nmonHoro (o BceM 16 STR-mokycam) reHoTwma ucCiieqyeMoro oopasia
noctrarouno 0,5 nanorpamm (Hr) He nerpanupoBanHoil JIHK. OntumansHoe kommmuectBo JJHK B
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peaknuto — 5 Hr. Jlmanazon konunentpanuii JJHK ais nposenenus ammnuduxaruu ot 0,5 1o 10
HT B PEAKLHIO.
MakcumanbHbIi 00beM BHOCUMOTO B peakiuio pactBopa JIHK coctasnser 5 mxi. O0mmii
00BEM pEaKIMOHHOW CMECH — 25 MKIL.
Bo3MoxxHo nipoBenenue npsimoit TTLP:
1) C BHecenuem 0,5 MKJI IIETHHOM KPOBH B MPUTOTOBJICHHYIO PEAKIIMOHHYIO CMECH.
2) C BHeceHueM 2 MKJ pacTBopeHHOH B qune3okcu HoO kpou (2 Mkt kposH + 100 mxit H20)
B [IPUTOTOBJICHHYIO PEAKLIIHOHHYIO CMECh.
3) C BHecenueMm nanHda FTA kapTel ¢ KpoBblO AuaMeTpoM 1-1,2 MM B NPUTOTOBIIEHHYIO
PEaKIMOHHYIO CMECH.
4) C BHeceHueM | MKI pacTBOpa, MOIY4YEHHOTO MpU 00pabOTKe YIIHOTO BBHIMIHUIIA (BpeMs
o0pabotku 15 mMun) ¢ momonrsto peareHTa «I enlIpen» (Cunton, kat. Ne HG-504).

1.2.00s1acTh IPUMEHEHHSA
HaGop Moxer OBITh HCIONB30BAaH B Ja0OpaTOpHUAX IUIEMEHHBIX XO3SHCTB JUIs
TeHOTUIIMPOBAHMS JKUBOTHBIX U YCTAHOBJICHUS POACTBA.
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2. XAPAKTEPUCTHUKA HABOPA
KomnoneHTs! Habopa ABISAIOTCS 0JHOPA30BBIMH.

2.1. CocTaB Habopa

Ne | HaumenoBanune | Cocras Obuem, | Komruecrso,
MEKJI T

1 | PC Peakiinonnas cmech 1500 1

2 | ClI Cwmech cnienupuueckux mpaiimepor | 500 1
ITonokuTenbHbI KOHTPOIBHBII

3 | IOKO & obpasel] — cTabuIN3UPOBAHHBII 5 1
pactBop JAHK xopoBbl
Cranmapt ayiuH — Habop

4 | Ca-240 ¢parmenToB u3BecTHOM AnuHbI (60, | 100 1
80, 100, 140, 180, 220, 240)

5 | H20 JenonnzoBannas H,O 1000 1

2.2. KoamuecTBO aHAIM3MPYEMBbIX P00
Hab6op paccuntan Ha npoeaenue 100 peakiuii, BKIto4Yas KOHTPOJIbHBIE 00PA3IIHL.

2.3. Yci10BUSI XpaHEHUsS] M TPAHCIIOPTHPOBAHMS, CPOK ITOAHOCTH
B temHoOTE
Temnepatypa xpanenus — ot -18 go -20°C.
TpancnoptupoBanue — npu Temnepatype -18 no -20°C.
Cpox romHocTa Habopa — 12 MecsIes.

2.4. HeoOxonumble MaTepuaJibl, He BXOAsIME B HA00p U 10NOJTHUTEIbHOE
odopynoBaHue

[ratus nist mukponpodupok 1,5 mur (“PM-96x1,5 /2,0, kat. Ne CT-17).

[Tpobupxwu 1,5 win 2,0 mi.

ratuB mis 96-tu mynounsix TP rutanmier wiu ctpunos. (“ITIP-96%, kat. Ne CT-12).

Jlo3aTop nepemennoro oosema Ha 1000, 200, 20 u 10 MkJ1.

HakoHneuHuKH ¢ a3p030IbHBIM 0aphepoM ISl 103aTopa nepeMennoro oobema Ha 1000, 200,

20 u 10 MkJ1.

96-tu mynounsie [11P mmanmeTsr uau MukponpoOupku B crpunax st [TLP.

[Tnenka ans 96-tu mynounsix 1P muiaHIIeT UM KPBIIIKKM K MUKPOTIPOOUPKaM B CTpHUIIAX.

Hentpudyra-soprekc 1y npodupok odosemom 1,5 niu 2 mut (Lukmoremn-901).

9. Uenrpudyra ansg 96-tu nynounsix [11P mianmer.

10. TIIpubGop mnsa nmpoeaenus [1LIP.

11. TMomumep s mpoBeaeHUs KanmuuiapHoro siekTpodopesa (IIIMA-4, IT[IMA-6).

12. Bydep nnsa npoeaeHus kanuwuisipHoro sekrpodopesa (TAIIC).

13. JlenoHH30BaHHBIN (POPMaAMHUI.

14. ABtomarnueckuii reneTndeckuii ananuzarop (Hanodop 05).

Nk W=
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3. NPOBEJEHUE PEAKIIUU AMIIVIU®OUKALIUN
3.1. [ToaAroToBKa K NPOBEAEHUIO peaKuu aMILTUPUKAIIUH
Jnst mpuroToBiIeHHs pabodei peaKIIMOHHONW CMECH PacCUYUTaTh TPeOyeMoe KOJIUYECTBO
pearertoB PC u CII ucxos u3 TabnuIbl M KOJMYeCTBa 00pa3IoB:

Tabnuua 2. Pacyer paboueii peakinOHHOI cMecH

Pearent MKJI Ha PeaKIHIo
PC 15

CIl 5

JHK 1-5

H20 1o 25

BAJKHO!!! C kaxnol cepuell HCCIETyEeMbIX 00pa3IioB HEOOXOAMMO aMIUTU(PUIIUPOBATH OJAWH
MOJIOKUTENbHBIN  KOHTpoNbHBIH oOpazeny (IIKO) u oxuH oOTpunaTeIbHBIN
KOHTpoJIbHBIN 00pazer (OKO).

Bxitounte B pacdyerbl NPUTOTOBJIECHUS  pabodell  PEeakUMOHHOM  cMecH
JOTIOJIHUTENBHYIO PEAKIUIO Il KOMIIEHCAIMH ITOTPEIIHOCTH MUIIETUPOBAHUS.

1. Pasmoposuts mpobupkun ¢ PC u CII, mepememarh Ha BOPTEKCE M KPATKOBPEMEHHO
HEeHTPUGYTUpoBaTh JJIs cCOpoca Kareb.

2. B oraenbHOI 4yHCTO# MPOOHpPKE MOAXOIAIIECTO pa3Mepa cMemaTh Heooxoaumblil 00beM PC u
CII (cornmacHo TabiwuIle), mepeMenaTb CMECh Ha BOPTEKCE W IEHTpH(YTUpoBaTh mjsi cOpoca
Karenb.

3. Baectu B mpoOupku ms [P (mmanmerst, ctpumnsl) mo 20 MKJ IPUTOTOBICHHON padodeid
PEaKLMOHHON CMECH.

4. Hcnons3ys HaKOHEUHUKH C a3PO30JbHBIM 0apbepoM, BHECTH B MPOOUPKHU (Ha CTEHKY) oT 1
70 5 MKJ HccleayeMoro o0pasia, Mpu HeOOXOIUMOCTH, OOmuil 00beM OBECTH N0 25 MKJI
neunonnsosanHond HoO.

5. B oany u3 npoOHpok (IUTaHIIETHI, CTPUIBI) C MPUTOTOBICHHON pabodel peaKkIHOHHOM
CMEChIO BHECTH 5 MKJ nenoHn3oBaHHOW H>O (oTpumaTenbHbIi KOHTPOJIBHBINA 00pasel), B eIe
onny 1 mka ITKO (1MonoXuTeabHbIN KOHTPOIBHBIN 00pa3ei) u 4 MkJ nenonnzoBanHor HoO.

6. 3axpeits [1LP npobupkw.

7. ITlepememaTh coaepXKUMO€ MUKPOIIPOOMPOK HA BOPTEKCE M MEHTPU(DYTHUpoBaTh sl cOpoca
Karenb. Y0eauThCsl B OTCYTCTBHHU My3bIpel B MpoOUpKax.

3.2. IToaroroBKa K NPoOBeIEHNI0 PeaAKIMU AMILTH(PUKAIMHE U3 HeJTbHOH KPOBH
Ha6op pearentoB Gene Profile Cattle mo3Bosisier mpoBecTH peakiuio aMILTU(UKAIIIN U3
LIEIIbHON KPOBH HaIlpsAMYI0 MUHYs cTaauio Beiaenenus JJTHK.

IlepBrIii cioco0:
1. Pa3moposuts npodupku ¢ PC u CII, nepememate Ha BOpTEKCE W MEHTpUDYTrUpOBaTh IS
cOpoca Karerb.
2. B otnensHO# uncTON IPOOUPKE MOAXOASIIETO pa3Mepa cMemaTh HeooxoauMblil o0beM PC u
CII (cornmacHo Tabnwmie 2), mepeMeniaTh CMECh Ha BOpPTEKce U IeHTpudyrupoBaTh s cOpoca
Karienb.
3. Bmuectu B npoOupku ams [P (tutanmeTst, ctpuns) mo 20 MKJI IPUTOTOBIEHHOM padoueit
PEaKIMOHHOW CMECH.
4. Bmuectu B mpoOupky S MmkJ nenonnszoBanHoi HyO.
5. Ho6aButs 0,5 MKJI 1IeTEHON KPOBH.
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6. B onny u3 mpo6upoxk [P (ruranmersl, ctpurnbl) BHeCTH 20 MKJ IPUTOTOBICHHON pabodeit
pPEaKIMOHHON cMecH U S MkJ nenonn3oBanHoM HoO (oTpuimarenbHbIi KOHTPOJIBHBIN 00paselr), B
eme ofaHy BHecTH 20 MKJ TpHUTOTOBJICHHOW paboueit peakimonHo cmecn u 1 mka ITKO
(TIOTTOXKUTENBHBINA KOHTPOJIbHBIN 00pasei) u 4 Mk Aernonn3oBanHoi H»O.

7. Buectn B mpobupku s [MIP co cmecpio 0,3-0,5 Mk kpou ¢ 5 mxan HO mo 20 mka
MIPUTOTOBIICHHOHN paboyeil peakIMOHHOW CMECH.

8. IlepememaTh conepKUMOe MUKPOIIPOOUPOK HAa BOPTEKCE M LEHTPUPYTHPOBAThH AT cOpoca
Karesnb. Y0eauTbCsl B OTCYTCTBUU My3bIpeil B MpoOupKax.

Bropoii crioco0:

Buectu B npo6upky mss [P 100 mxa nenonuzosannoi H>O.

Jl06aBUTh 2 MKJI LIETBHOM KPOBH.

[lepemeriaTh coiepKUMOE Ha BOPTEKCE U IIEHTpU(YyTrupoBaTh I cOpoca Karenb.

. Pazmoposzuts npodbupku ¢ PC u CII, nepememiath Ha BOpTEKCe U LEHTPUPYTHPOBATH IS
cOpoca Karerb.

5. B otzmenbHOI yMCTOM MpoOUpPKE MOAXOIAIIET0 pa3Mepa cMemaTh HeoOxoaumblil 0obeM PC u
CII (cornmacHo Tabsmie 2), mepeMeniaT CMECh Ha BOPTEKCE U IEHTPpU(PYTUPOBaATh Il cOpoca
Karelb.

6. Baectu B mpoOupku ms [P (mmanmerst, ctpumnsl) mo 20 MKJ IPUTOTOBICHHON pabodeid
PEaKLMOHHON CMECH.

7. Baectu B mpobupky 3 MkJ1 aenonnzoBanHoi H2O.

1. Hcnonb3yst HAKOHEUHUKU C a3PO30JIbHBIM OapbepoM, BHECTH 2 MKJ PAacTBOpa KPOBU B
neunonnsosanHor HoO,

8. B onmny w3 mpoOHMpoK (TUTaHIIETHI, CTPUIBI) C MPUTOTOBICHHON pabouel peaKInOHHOM
CMEChI0 BHECTH 5 MK aenonnzoBaHHOW HoO (oTpuiatenbHbIN KOHTPOJBHBIN oOpa3elr), B eIe
orny 1 Mk IIKO (nonoxuTenbHbI KOHTPOJIBHBIN 00pasen) u 4 MKJ aenonn3oBaHHoi HoO.

9. 3akpsits [11IP npobupkw.

10. Tlepememars comep:KkuMoe MUKPOIPOOUPOK Ha BOPTEKCE M LIEHTpU(DYTUpoBaTh s cOpoca
Karenb. YO0eauTbCsl B OTCYTCTBHHM ITy3bIpel B MPOOUpKax.

B

[TPUMEYAHUWE!!! ITpu ncnonb30BaHUN BTOPOTO CIIOCO0A 3HAYUTEIILHO CHUKAETCS BEPOSTHOCTD
BHCCCHU A I/IBGBITO‘-IHOI‘O KOJIMYCCTBA KPOBU B PCAKIMIO W ITOBLIIIACTCA
KauyecTBO aMIUIU(UKALIUY.

3.3. [ToaroroBka K NpoBeAeHUIO peakuuu amiinpukanuu u3 kposu Ha FTA kapre

1. Pa3moposuts mpobupku ¢ PC u CII, mepememarb Ha BOPTEKCE M KPaTKOBPEMEHHO
HEeHTPUYTHUPOBATH I cOpoca Kamneb.

2. B orzmenbHOI ynCTO# TPOOHpPKE MOAXOIAIIETO pa3Mepa cMemmaTh Heooxoaumblit 00beM PC u
CII (cornmacHo Tabmaure 2), mepeMeniaTth CMECh Ha BOPTEKCE U IIEHTpUPyrupoBarth Jj1st copoca
Karelb.

3. Baectu B npobupku st [P (ruranmetsl, crpuribl) mo 20 MKJ TPUTOTOBICHHOW paboueit

PEaKLMOHHON CMECH.

Buectu B mpobupky 5 Mk nenonnzoBanHoi H2O.

Buectu B mpobupky mis [P manu FTA xapter nuamerpom 1-1,2 mm.

OOmwmii 00bem goBecTH 10 25 MkJ AenoHnzoBanHon HoO.

B onny u3 mpoOHMpok (IUTaHIIETHI, CTPUIBI) ¢ MPUTOTOBICHHOM pabodel peakInOHHOM

CMECBhIO BHECTH 5 MKJ JnenoHn3zoBaHHOM HoO (oTpunaTensHbIi KOHTPOJIBHBIN 0Opasern), B

emte ogHy 1 Mk ITKO (1moinoXuTenbHbIi KOHTPOIBHBIN 00pa3el) u 4 MKJ IEMOHU30BaHHOMN

HxO.

8. 3akpsiTh [TLP mpobupkwu.

~Now®
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9. Tlepememarh COAEPKUMOE MUKPOIIPOOMPOK HA BOPTEKCE U IIEHTPUDYTUPOBATH I cOpoca
Karenb. Y 0eaUThCsl B OTCYTCTBHHU Iy3bIpel B MpoOUpKax.

3.4. IToaroroBKa K NpoOBeJeHUI0 PeaKIMU AMILUTH(PUKANMHA U3 YIIHOTO BbIIIUIA
1. B2 mua npobupky momectuth 5-10 MIr HaBECKHM TKaHHU YIITHOTO BBIIIHIIA.
2. Jlo6aButh 300 mk.1 pearenta «I'enllpen» (kat. Ne HG-504) u mpoBectu 06paboTKy
COTJIACHO MHCTPYKIUH.
3. Pa3moposuts mpobupku ¢ PC u CII, nepememars Ha BOpPTEKCE M KPATKOBPEMEHHO
HEeHTPUGYTUPOBATH I cOpoca Kamneb.
4. B otaenbHOHN YUCTOI MPOOHpPKE MOAXOIAIIETO pa3Mepa cMemaTh Heooxoaumblilt 0o0beM PC u
CII (cormacHo Tabmauie B 1.I. 3.1), mepemMeniaTh CMECh Ha BOPTEKCE W ICHTPU(PYTUPOBATH IS
cOpoca Karerb.
5. Baectu B mpoOupku mis [P (mumanmerst, ctpumnsl) mo 20 MKJ IPUTOTOBICHHON padodeid
PEaKLMOHHON CMECH.
6. Hcrmonp3yss HaKOHEYHUKH C a’dpO30JbHBIM OapbepoMm, BHecTH OT 1 10 3 MKJ pacTBopa,
MOJIyYEHHOTO NP 00pabOTKe yIITHOTO BBILIHIIA.
7. OO6umit 00beM qoBecTu 10 25 MK aenoHn3oBanHoi H>O.
8. B onmny w3 mpoOHMpoK (TUTaHIIETHI, CTPUIBI) C MPUTOTOBICHHON pabouell peaKIHOHHOM
CMEChI0 BHECTH S5 MK aenoHnzoBaHHOW HoO (oTpuiiatenbHbIN KOHTPOJBHBIN 0o0Opa3elr), B eIle
orny 1 Mk IIKO (nonoxuTenbHbI KOHTPOJIBHBIN 00pasen) u 4 MKJ aenonn3oBaHHoi H2O.
9. 3akpsits [11IP npobupkw.
10. IlepememaTh coaep>XMMOe MUKPOIIPOOMPOK HA BOPTEKCE M NEHTPU(DYTrHUpoBaTh yisi cOpoca
Karenb. Y0eauThCsl B OTCYTCTBHHU My3bIpel B MpoOUpKax.

BAYKHO!!! ITpu o6padotke pearentom «I enllpemn» npenapart JIHK He ouniaeTcst OT npoyKToOB
JM3HUCA KJIETOK. YTO MOKET IPUBECTU K MHTMOMpPOBaHUI0 aMIuinukanuu. [lostromy,
ONTUMANIbHBIA 00beM pacTBopa st BHeceHus B I[P nomkeH ObITh yCTaHOBIIEH B
KaX /1011 1a00paTOpHH CaMOCTOSATENBHO.

3.5. IIpoBenenne aMmnMpUKaANU
[Tomectute mipoOupku B nipubop mis [1IIP. YOenuTbcs, 9TO KPBIMIKH TPOOUPOK TUIOTHO
3aKPBITHI U 3aIIyCTUTh IPOTPaAMMy aMIUTH(HUKALIUK Ha TEPMOLIUKIIEpE:

Temneparypa | Bpems JAHK, xpoBb Flfl“lj:l::;:fe
959C 2 MUH
95°C 5 cex
60°C 1 mun 30 mUKI0B 32 nukia
72°C 20 cex
599C 10 MuH

TTLIP-potyKThl MOKHO XPaHHUTh HEJENIO B 3alIMIIEHHOM OT cBeta Mecte mpu 2...8°C. B
ciydae auTensHoro xpanenus npu —20°C.
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4. NPOBEJIEHUE KAIINJIJIAPHOI'O 3JIEKTPO®OPE3A HA HAHO®OP 05

Hns  momyuenust monHoro STR-mpoduns npoBoautces

dbparMeHTHBI aHATU3

aneKTpodopeTHyeckoe pasfaesieHue MPOAYKTOB aMIUTM(GHUKAINK, MOJIYYECHHBIX C TOMOIIBIO
Habopa Gene Profile Cattle.

4.1. IIpoBeneHne cneKTPpaIbHON KAJTHOPOBKH
AHanu3 npoayKTOB aMIUTH(UKALK HAa TCHETHYECKOM aHAIN3aTOPE BO3MOKEH TOJIBKO MOCTIE IIPOBEACHHS
CIIEKTPATLHON KaMMOPOBKY C IIECTUIIBETHRIM KamuoparopoM «GPSpectrumy.

4.1.1. Co3nanue HaGopa KpacuTeei
1.  OtkpeiTh ynpasistouryto nporpammy Hanodgop 05.

2.
=Z Harodop 05
Mpoekt  Ananns
=z d
X k!
H| G |F
: |alala
3.

MpoekT: 4.10.24 knoH

Bua | MomowHmnen

P Tpadun

Cepenc

OTkpBITh pa3aen MeHio «Buay», BeiOpaTs B HEM «Habopbl kpacuTesieii».

X

2

HaGopel kpacuTenei

CocToanue npuBopa

I Buaeokamepa

4 -

[ ¥
[ ]
|\.,'
[ 3
[ 3]

Hatiop kpacurenei

HaGop

ITwn aHannsa Mporpamma CocToAnue npuopa
Het

Het

B oTkpriBIIEMCS OKHE HaXKaTh HA UKOHKY «Co31aTh Ha00p» (o]

X

[ EE— -| (0]}

Kanuepoeka |HET

- 6
7 ot |

[] nokazaTe BCe

Kavectso

patmicu

4. B otkpeiBmemcs okae B nojie «llladaon» Beiopats HGT-J6, B mone «Mms mabioHa» 3anmucaTh
«GpSpectrum». Haxxate «CoxpaHUTb»

Cozganne HaBopa kpacuTenel

Wabnon HGT-J& ~
Yucno kpacuteneh |6 ~
Ceoiictea
it i b o S Mo e
v 1 N o 520 5

1

2 (viC 3eneHbit 550
3 |NED 580
4 (TAZ 600
5 620
L]

650

YepHoiii

Kpacheit

5 |SID
Lz

MyprypHGIA

=N W
KOO0 go

OpaHxesbii

Coxparnme Crmena

4.1.2. TloaroroBka pacTBopa CeKTPaJIbHOI0 Kajaudparopa
1. B ornenpHoi npobupke cmemath Au-gopmamua u pactsop GpSpectrum 1o mpoToKomy:

JAn-popmammj 80 MK

GpSpectrum 8 MKJI
2. TIlepememarh cMech Ha BOpTEKCe U IIEHTPU(YTUPOBATH JUIsl cOpOca Kamnelb.
3. Jo6aButh 10 MKJ pabouero pacTBopa B JIYHKH.

10
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4.1.3. 3anyck cneKTpajabHON KAaJIHOPOBKH
1.  OTtkpeITh pa3aen MeHio «CepBHC», BEIOpATh B HEM «CieKTpaibHasi KATHOPOBKA.

£Z Hanodop 05 INpoekT: noname - X
Mpoekt  Awanus  Bug  Momownukn | Cepeuc | 7

FhiE:sd M~ Brntouenne nazepa

» . =l 3asepwienne paboTel

MpocTpancTeeHHan kannBpoBka CocrosHue npubopa

CnekTpanbHan Kannbposka

Tun nnactuka

= 3KCNopT NOroe

& o

= acTpoiikn

&

=

& - Het
=

& - Het
=

[ 3 - Het

2. BwIOpaTh psj Mamky, B KOTOPOM HaXOIUTCS CIIEKTPaIbHBIN KamuopaTop, HaxaTh «laseex.

2 Hanodop 05 MpoekT: noname i X
Mpoekt  Awanuz  Bug  [Momowmmkw  Cepemc 7

Ph&sdr

[ e’

E| D |C|B|A | Nopraok Twn aHanusa Mporpamma Coctosnue npuiopa

L-E - R DL R T R R

=

11

3. B xauectBe Moayns ynpasienus BeiOpath «HGT _J6 Spectr PDMAG6 36», moaxonsmuid K
COYETAaHUIO KaNWUIIPHOW COOpPKM M Tuma monuMmepa. B kadectBe Habopa Kpacuteneil BbIOpaTh
«GpSpectrump».

CnekTpansHan kanubpoeka *

Moaynb yrpasnenns | HGT_J6_Spectr_PDMAG_36 v| =14

MNapameTpel MooynA yNpaEneHnA:

HaBiop kpacwTenei GpSpectrum w Mpocmotp Cospame

OcrosHble  MononHuTensHsIe

BHaueHue Muanason
o1 1000 go 15000
o7 1o 360

¥ Hanpaxetne s800a npodisl [B]

Bpema BB00a Npobil [cex]

ChpocuTe

4. Knukayte mo kHomnke «IIpuHsiTb». B ocHOBHOM oOKkHe paboueli mporpaMmbl HakaTh
«3anmycTHTB» /I Havaia KaTuOpOBKH.

11



SCNHTOA Gene Profile Cattle

4.1. IToaroroBKa u 3arpy3ka NpoayKToOB aMILIM(PUKAIMA
1. IIpuroroButh cmech [u-dhopmamuaa u pasmeproro crangapra CA-240 B ciemxyromiem

COOTHOLICHUH:
KommnoneHT O0bem Ha OIHY JIYHKY, MKJI
Ju-popmamu 10
Crangapt niunasl Cl1-240 1

[TPUMEYAHUE! Ilpu pacuere 00beMOB KOMIIOHEHTOB CMECH, HEOOXOIMMBIX Ha BECh aHAJIM3,
CJICOAYCT YUCCThb, YTO KaK MUHUMYM OJIHA JTYHKa HJIaH_IKI/I/ CTpuIia IIpyu aHaJIn3¢c
K10 cepur 00pa3iioB AoikHa conepxars [1KO.

[TepemeriaTh Ha BOPTEKCE M KPAaTKOBPEMEHHO IIEHTPU(YTHPOBATh AJIs cOpoca Kamedb.
Jlo6aButh 1o 10 MKJI cCMeCH B Ka)KIyIO JIYHKY IJIAIIKH/CTpUIIA.

Buectu B cmech no 1 Mk [TIP-ipoxykra.

3aKphITh TUIAIIKY/CTPHII.

[TepemeriaTh Ha BOPTEKCE M KPAaTKOBPEMEHHO IIEHTPU(YTHPOBATh AJIs cOpoca Karedb.
HenatypupoBatb o0pa3ubl 1 MuH npu 95°C.

Nownbkwbd

BAJKHO!!! Unabekuus o0pa3oB MPOMCXOAUT M3 BOCBMH JIYHOK psiga OJHOBpeMeHHO. He
JIOITyCKaeTCs 3ayck Mpudopa, eciiu B aHATM3UPYEMOM Psly UMEETCSl XOTs Obl 0JTHA
He3aIoJIHeHHas TyHKa! B mycThie IyHKH, HE coepKaiine 00pasiibl, CIeIyeT BHECTH
o 10 mxa popmamua.

8. CoOpatp miamiky 1 3arpy3uTh B FTeHETHUYECKUI aHAIN3aTOP B COOTBETCTBUH C PYKOBOJICTBOM
10JIb30BATENS.

4.2. 3anyck (pparMeHTHOr0 aHa/IU3a
Kanunnsipuslii a1ekTpodopes Ha reHeTHYeCKOM aHAIM3aTOPE IPOBOJAUTCS B COOTBETCTBUHU
C PYKOBOJICTBOM IOJIb30BATENs, IPEJOCTABIIEMbIM TPOU3BOAUTEIIEM.
1. OtxpsiTh nporpammy SeqPl, B BepxHem MeHI0 HaxaTh KHONKY «lIpoekT». B oTkphIBIIEHCS
BKJIaJIKe BbIOpaTh «Co31aThy.

| = Hanodop 05 r

Mpoekr | Ananuz  Bug  [Mon

Cosgate

E:: ﬁ; [r'.“ it

OTkpbiTe
CoxpaHvTe
JoBaenTe pag
Mrmnocptupoeate

3KCNopTUpOBaTE »

ui

CeoficTea npoekTa

Bexoa w2 nporpammel
2. B oxne «CBOWCTBO MpPOEKTa» HEOOXOIWMO 3amojdHUTh Toysi «Omneparop» u «Ums
NMPOEKTAa», 3aTeM HaxaTh KHONKY «[IpUHATH.

12
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CeofcTEa NpoekTa

OnepaTop |

Wrma npoekTa ||

MyTe AnA pesepeHoro |
COXpaHEHWA

Mnacmak

MpwHATE

MnaHweT, 7an 551-3425 unu 551-3400

MNonumep: NOMA-6 (c100423)

NaTa ycTaHoekn nonvmepa: 21.08.2023
INuHerika kamunnapoe : 12212315 (36)
NaTa ycTaHoBkKM Kanunnapoe : 23.01.2023
Konuuecteo aHanuaoe : 1159

Omena

3. B okne «OnucaHue MPOEKTa» BHECTU HA3BaHWs 0OpasloB (ecliu B JIyHKE HET oOpasia,
HEO0OXOIMMO ITOCTABUTH 3HAK «-»). KIMKHYTH /1Ba pa3a Ha ssYeiKy B cTpoke [1A moj 3anoHeHHbBIM

PSIOM U YCTaHOBUTH IIPOrpaMMy aHAJIN3a.

Mnarwet  Tabmaua

Tun ofpasua

Ofpaseu ~ 1

MpumerTE

CraHnapT AnvH

Het ~ 3

Mpumassums

WA daina
<Name>

Wsmermms

r nA

N4 - Mporparma Arannsa

MpursTe Ommenra

4. B cnyuae ecnu ycraHoBieH Moayib «Syntol — GP Cattle» ucnonbs3oats ero. Eciu Monyinb
HE YCTaHOBJIEH HUCIIOJIb30BAThH CIEAYIOLINE 3HAUECHU: TUIl aHaIu3a — «@PparMeHTHBIIN», MOAYJIb
ympasieHus: — «FA_450», nabop kpacureneii- «GPSpectrumy»
PexomeHnayeMble mapaMmeTpbl AneKTpodope3a B 3aBUCHMOCTH OT JJIMHBI KallWUISIPOB U THUIIA

MOJIMMEPA MPECTaBICHBI B TAOIHUIIE:

JnuHa kanuuisipoB 36 cm 50 cm

Buj noamumepa MJIMA-4 | IIJIMA-6 | IJIMA-4 | TIJIMA-6
Hanpspxenue BBosa npo0Osl [B] 1200

Bpewmst BBos1a ipo0OsI [cek] 20

Hanpsoxenue anexrpodopesa [B] 15000

Bpewmst anextpodopesa [cek] 1150 1500 2000 2700
Bpewms uckinroueHus perucrpanuu 400 500 300 900
anexTpodopesa [cek]

[TPUMEYAHWE! B 3aBucumoctd OT mpubopa 3HaUYEHUs MapaMeTpoB AIEKTpodopesa

MOTYT OTJIMYATBHCA.

5. UYrToOBI COXpaHUTh YCTAHOBJICHHBIM MOJTYJIb JIJISl JAIbHEHUIIIETO UCTIOIb30BAHMS, HOOKMHUTE Ha

13
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KHOTIKY ¢ cHHe# nuckeToi. B rpade «ums daiina» 3amaiite «Syntol — GP Cattle» n naxxmure
«Coxpanutb». B nanpHeiimem st 3amycka OyJIeT T0CTaTOYHO BHIOPATh MOAYJb YIIPABICHUS —
«Syntol — GP Cattley.

6. B npaBom HMKHEM yIily HaKaTh KHONIKY «IIpuHATBY.

7. KiukayTh 1O KJIaBHIIIE 3ammycka 3JeKkTpodopesa.

=

Mpoekt  AHanwz

21
1

H G F

14
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5. MPOBEJEHUE KAIMWIJISAPHOI'O 3JEKTPO®OPE3A (AB3500/AB3500XL)

5.1. IlpoBeeHue CIeKTPAJIBLHON KAJMOPOBKH

AHanu3 nNpoayKTOB aMIUTU(HUKAIIMK Ha TCHETHYECKOM aHAJIN3aTOPEe BO3MOKEH TOJIBKO MOCIIC TPOBECHUS
CHEKTPAIbHON KaJIMOPOBKHU C LIECTUIBETHBIM KanubparopoM « GPSpectrumy.

5.1.1. Co3nanne DyeSets
1. Ortkpeits mporpammy Data Collection Software.
2. KuukHyTb 110 HKOHKE «Library» B 1eBoM BepXHEM YTy OKHa.

BELBEIER Workflow  Maintenancs

Common Operations

Y applied
A\’B b':i)gsystems"'

3. B pasgenc «Analyze» BoiOpath BkiIaaky «DyeSets».

Dashboard Workflow Malntenance

% Library Resources "F Create
BB
=P biosystems™
[ Disab
* Manage
| Aaes |
Assays @ Pli
File Name Conventions L 2
2 |08
Results Group 3 e
‘K: Analyze 4 24
5
inst nk Protocols
strumes ac 6 2
?
Size Standards g |7
Basecaliing Protocols 2 B
0 |24
Sizecaling Protocols 11 20
QC Frotocals 12 |40

4. B BepxHeii yacTu HaXxaTh KHOMKY «Create.

Dashboard Workflow Maintenance Edit -
% Library Resources =P Create M Edit
ABUS

’=® biosystems™
Disable Filters |
* Manage
Plates
Assays [ | Dye Set
File Mame Conventions 1_ & AnyDy
2 AnyDye
Resulis Group _3
x Analyze 4
5
Instrument Protocols 76
Dye Sefs 7

5. B otkpeiBmemMcs okae B nosie «Dye Set Namey» Harmucats «GpSpectrumy, B mone «Chemistry» u3
BBITNIA/IAIONIETO CIIMCKa BhIOpaTh «Matrix Standardy, a B osie «Dye Set

Templatey u3 BrImagaronero Cucka BeIOPaTh «J6».

6. Ha Bxianke «Parameters» B pa3nene «Matrix Condition Number Upper Limit» yctanoBuTh
3Hauenue — 11.0.

15
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! Create New [rye Set x
Setup a Dye Set
€3 Dye Set Mame "GpSpectrum” already exsts in the Library.

@

* Dye Set Name | GpSpectrum |
* Chemistry  Matrix Standard o
* Dye Set Template | J6 Template W
Arrange Dyes

Dye Selection

Reduced Selection

Calibration Peak Order

~ Parameters
The parameters will be used for instruments configured with 36cm capillary array and palymer POP4

Matra Condition Mumber Upper Limit 1o
Locate Start Point * After Scan 4DC * Before Scan : .5-'.):)0-
* Limit Scans To | 2750
Sensitivity | 0.4
* Minimum Cuality Score | 0.95

Motes

; Applied Biosystems

[TPUMEYAHMUE! Bpewms anektpodopesa «Limit Scans To» 3aBHCHT OT IIMHBI KAMJUIAPOB U THUTIA
MoJIMMEDA.

7. Haxxats kHOTIKY «Save» ais coxpanenus Dye Set « GPSpectrum».

5.1.2. IloaroroBKa pacTBOpa CeKTPaIbHOI0 Kaaudparopa
1. B otaenpHoi# npobupke cmeruats Jdu-popmamun u pactBop «GPSpectrum» mo mpotokody:

AB3500 AB3500XL
JAu-popmamuy 80 MKn 240 Mxn
«GPSpectrum» 8 MKIT 24 MK

2. Tlepememiath cMeCh Ha BOPTEKCE M ICHTPU(YTUPOBATH ISl cOpOCa Kareb.
3. Jlo6aButs mo 10 MK pabodero pacTBopa B JIyHKH.

[TPUMEYAHMUE! B cnyyae 24-kanuuispHOr0 T€HETUYECKOT0 aHAIM3aTopa — BHECTU PacTBOp B TPH psaa 96-
JTYHOYHOTO TUTaHIIeTa (BO3MOXKHO BHeceHue B 1-3, 4—6, 7-9, 10—12 psiap! TUTaHIeTa)
WJIHM B CTPUITOBAHHBIE MPOOUPKH.
B cnydae §-xanumispHOro reHeTUYECKOro aHAIM3aToOpa — BHECTU PAcTBOp B psia 96-
JYHOYHOTO TIAHIIIETa WITU B CTPUIIOBAHHBIE IPOOHUPKH.

4. VYcraHoBUTh 96-IyHOYHBIH IUIAHIIET WIA CTPUIIOBaHHBIC TPOOUPKH C PacTBOPOM Kamubparopa
«GPSpectrum» B mpubop A KamuUISIpHOTO 3eKTpodopesa.

5.1.3. 3anyck cneKTpaJbHOI KaINOPOBKHU

1. Ortkperre mporpammy Data Collection Software. Kimukayts mo kxHomke «Maintenance» B BepxHei
ctpoke wiu «Wizard».

16
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Workflow Iml Library Therme ect

Common Operations
NB applied — —
=P biosystems™ % ™ " v
Quick Start Create Create Plate Edit Existing View
Run New Plate from Template Plate Run Results Wizards

2. B otkpsiBICiics BKIaake cieBa B paszerne «Calibrate» BeiOpats «Spectraly.

Dashboard Workflow W

9 Maintenance
'y applied
ﬁéB biosystems™

[iF] caibrate

Edit +

Spatial

Speciral

Sequencing Install Standard

|F] mstall Check

Fragment install Standard

HD Install Standard

3. B orkpsiBumiemcst okHe «Calibration Run» ykasate «Number of Wells» — koau4ecTBo JTyHOK B
ucnonbp3yeMoM ruiaHmerte, «Plate Position» — nosumuro mnanmera B mnpudope, B noje «Chemistry
Standard» w3 BrImamaromero cnucka BIOpaTh «Matrix Standard», B mome «Dye Set» wus
BBITIAJIAIONIEr0 crucka BeiOpath «GPSpectrum», a B mosie «Starting Well» ykazare Homep mepBoro
CTpHIIA B IUIAHILIETE, KOTOPBII CONEPKUT CMECh Kamdparopa.

Dashboard Workflow m Library | Edit -

8¢ Maintenance

= T o . = . rechn . p 2
Export Spectral Calibration Results ,ﬁ E-Signature | View Spectral Calibration Report  gga Print

mapplied : .
=D biosystems™ @Hiﬁow‘"’iwfl

Calibrate Calibration Settings
Spatial (7]
Mumber of Wells: ® 96 (O 96-Fast () 384 Chemistry Standard: b
F'd mstall Check Plate Position: ®A (OB Dye Set: i
Sesedch balal A Allow Borrowing Starting Well: | AD1 s
AT LR Perform Run 2\Run 3 if Run 1 Fails,
HD Install Standard

4. Haxatb Ha KHOIIKY «Start Runy» as 3amycka CrieKTpaibHON KaTuOpPOBKH.
5. Tlocne 3aBepiieHns KATHOPOBKU HAKAaTh KHOMIKY «Accept» B HIDKHEIl 4aCTH OKHa.

5.2. loaroroBKa M 3arpy3Ka NpoayKTOB aMILIN(pUKAIIUH
9. IlpuroroButh cMechb [du-bopmamuma u pasmepnoro crangapra CA-240 B ciemxyromiem

COOTHOILIEHUHU:
Komnonent O0beM Ha 0AHY JIYHKY, MKJI
Ju-popmamug 10
Cranpapt anunsl CJ1-240 1
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[TIPUMEYAHUE! Tlpu pacuere 06beMOB KOMIIOHEHTOB CMECH, HEOOXOIMMBIX Ha BECh aHAJIHU3,
CJICOAYCT YUCCThb, YTO KaK MUHUMYM OJIHA JTYHKa HJIaH_IKI/I/ CTpuIia IIpyu aHaJIn3e
K10l cepur 00pa3iioB goikHa conepxars [1KO.

10. Ilepemeriats Ha BOPTEKCE U KPATKOBPEMEHHO HEHTPUPYTHPOBATH TS cOpOCa Kareb.
11. Jlo6aButh o 10 MKJI cMecH B KaXIyIO JTYHKY TUIAIIKH/CTPHUIIA.

12. Buectu B cmech 1o 1 mxu [IIP-npogykra.

13. 3akpeITh MIANIKY/CTPHII.

14. Tlepemeriats Ha BOPTEKCE U KPATKOBPEMEHHO HEHTPUPYTHPOBATH AT cOpOCa Kareb.
15. HenatypupoBaTh 00pasnpsl 5 MuH npu 95°C.

BAZKHO!!! Hanecenne o6pasnoB npoucxoauT u3 BockMu (AB3500) unu aBagmaTé deThIpex
(AB3500 XL) nyHok psima omHOBpeMeHHO. He nmomyckaercs 3amyck npudopa, eciu
B aHAIM3UPYEMOM DSy UMeeTcsl X0Tsa Obl OJIHa He3aloJIHeHHas JyHka! B mycreie
JYHKH, HE COJIeprKaIiue oopasipl, cneayeT BHecTr o 10 Mk popmamua.

16. CoOpaTh IIamiky v 3arpy3uTh B TCHETUUECKHUI aHATN3aTOP B COOTBETCTBUHU C PYKOBOJACTBOM
I10JIB30BaTCIIA.

5.3. 3anyck (pparMeHTHOI0 aHAIN3A
KanunnsapHelii anekrpodopes Ha FeHeTHYECKOM aHAIU3aTOPe MPOBOJAUTCS B COOTBETCTBUU C
PYKOBOJCTBOM I10JIb30BATENS, IPEAOCTABISIEMBIM ITPOU3BOIUTEIIEM.
PexomeHnyeMmble mapameTpsl 31eKTpoopesa:

ITapameTtpsi Pexomenayemoe
3HaYeHHne
Injection Voltage, [kVolts] 1.2
Injection Time, [sec.] 20
Run Voltage, [kVolts] 15

Bpewmst anextpodopesa - «Run Time» 1 Bpemst HCKITIOUEHHUSI peTUCTpaluy deKTpodopesa
- «Data Delay», 3aBucur OT TUma TOJMMEPA W JJIMHBI KaNWUISIPOB W HacTpauBaeTCA
THOJIb30BATENIEM B 3aBUCHMOCTHU OT HCIOJIb3yeMON KOMOMHAIIMN KAITHIUISPOB.
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6. AHAJIN3 JAHHBIX

6.2. Anasm3 nannbix B nporpammax GeneMarker n GeneMarker HID

6.2.1. UmmnopT ¢aiiioB sl aHAJIN3A JAHHBIX

[Ipu nmepBOoM aHaM3e TaHHBIX HEOOXOIUMO UMIOPTUPOBATH (halisl MaHeNu, CoOAep KA
nHpopManuo o OwmHax w (aitm pasmepHoro craHmapta. Daliabl TPETOCTABISIOTCS
npou3BoauTeNeM Habopa. s aToro:

1. 3amyctuts nporpammy GeneMarker/ GeneMarker HID. B Bepxnem MeHIO BHIOpaTh
«Tools», B Bemasmiem crucke «Panel Editory.

File View Project Applications Tools Help

D"- b E m E S | [l Panel Editor
—_— | |lll Size Template Editor
E‘ Positive Control Template Editor

File Conversion
Database Manager L

Pedigree File Name Match
File Name Group Tool
Convert Text to Binary Files

Validation Assistance L
Export Electropherogram ...

ﬁ Magic Wizard
ﬁ Show Last Event

2. B otkpeiBmiemMcs okHe BeiOpath «File» B Beimasmiem ciimcke «Import Panelsy.

4, Panel Editor

| File  Tools Help
| [ Create New Panel
X Delete Current Panel/Marker

n Save Changes Ctrl+5
Save As New Panel

= T
| Import Pre-defined Panels

Import ABI Panels

Export Panel

Exit

3. BroiOpars nanky c ¢aitnom nanenu (Gp_Cattle) u moarpys3urb ero B mporpammy
GeneMarker/ GeneMarker HID.

4. 3akpeiTh okHO «Panel Editor».

5. 3arem B BepxHeM MeHIO BbIOpaTh «Tools», B Beimasmem crncke «Size Template Editor».

File View Project Applications Tools Help

@ | »|[E0E[FE| & |U panelEditor

_— Template Editor

] untitied = .
Positive Control Template Editor

File Conversion
Database Manager L

Pedigree File Name Match
File Name Group Tool
Convert Text to Binary Files

Validation Assistance L4

Export Electropherogram ...

‘al Magic Wizard
) Show Last Event
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6. B otkpeiBmemcst okHe BeiOpath «File» B Bemasmem criricke «Import Size Standard».

‘-,;'J,. Size Template Editor

File BestMatch Help
[ New Size Standard
X Delete Current Size Standard

& Save Changes
Save As New Size Standard

Import Size Standard

Export Size Standard

Import ABI Size Standard...
Export ABI Size Standard...

Export Project Size Standard

Exit

7. BoiOpats nanky c ¢aitnom pazmepHoro cranaapta (C-240) u moArpy3uTs €ro B MporpaMmy
GeneMarker/ GeneMarker HID.
8. 3akpsITh 0kHO «Size Template Editor».

6.2.2. Co31aHHe NPOEKTA aHAJIN3a IaHHbIX
1. B Bepxnem MeHro nmporpammbl BeIOpath «File», B BeimaBmem crincke «Open Datay. JIu6o,
3aHOBO 3anycTuTh nporpammy GeneMarker/ GeneMarker HID. KnuknyTs o «Open Data» B
OKHE «Start your project».

:"" Start your project

& Open Data

Open Project »

2. Haxartp «Add» 1 3arpy3uTh HY>KHBIE (aiiiIbl.

Open Data Files x

Data File List

Remove
Remove Al

Add Folder.

_Hom | ok | _owen |
3. Tocne no6asnenus Qaiinos HaxaTh «OK».

4. Knuknayts 1o «Run» B okHe «Run». Min 3amyctuth aHann3 HaxaB Ha kiaBumy «Run

Project» B BepxHEM MEHIO.

Current Template: Syntol_KRS
» Run
¥ Auto Run

= Previous

5. B otkpsiBmiemcs okae «Run Wizard» u3 criricka ma6i0HOB BRIOpaTh 1m1adioH (template) aiis
MoU(UKAINK, HA)KaTh HAa HETo JIeBOM KHOMKOM MbIimu. [l nporpamMel GeneMarker B rpade
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«Analysis Type» BeiOpath Tin ananmsa «Fragment», B GeneMarker HID takoit onmnm Het. B
rpade «Panel» BeiOpats manens «Gp_Cattle», B rpade «Size Standard» BbIOpaTh pa3mMepHbIit

crangapt «CJ1-240», yka3aTh IIBET KpacKH pa3MEpHOTO CTaHAapTa U JaTh HOBOE MM IIA0JIOHY,
Hanpumep, «Syntol GP Cattle». Haxats «Next».

Run Wizard X

Template Selection
Set the template of the project

(¢ Select an existing template or create one

= SNavrsnot ~ Template Name: |Syntol GP Cattle
4 Syntol
g Sintol KRS Panel |Gp_Cattle_v1_3 -] L] =
=] Syntol_KRS_2 Size Standard: | SD-240 - Al!l.f__l
4 Test_PDMA-6
3Trisomy Standard Color: | Orange x
4 Verifiler Express Bnclysis Type: [Fragment 7]
A verifiler Plus ~
< >
i Save | > Delete |

" Use last template

‘ Nest >> Cancel ‘

6. B cneayromem okHe BEIOpaTh HACTPOMKH B COOTBETCTBUH C YKa3aHHBIMU Ha CKPUHILOTAX IS
GeneMarker cieBa u GeneMarker HID cnpasa. Haxxats «Next».

Run Wizard x Run Wizard

Data Process - Fragment Analysis Data Process - HID Analysis

Set data process options Set data process options

Hans Detn Ak s Alele Cal Raw Data Analysis Allele Call
v &uto Range (frame) |v Auto Range (bps)
¥ Auto Range (frame) [V Auto Range (bps) e |—“1 re &] =
0 000C &0 600
0 = 50000 4 = 1000 3] = = = =
¥ Smocth [~ Enhanced Smocth Max Intensity: (32500 %
¥ Smooth I~ Enhanced Smooth
Peak Detection Threshold: Baseiine Subtraction: Peak Detection Thieshold: 7| I~ Dye Specific
¥ Saturation Repair [V Baseline Subtraction Min Intensity: iﬂ Ma Intensity: [50000 3] I~ Superior [v Classic | Enhanced Min Intensity W
[_IfErhonced fiassine Sthioctn Pecertage>[1 =] Global Max ¥ Pullup Cortection [ Spike Removal Percentage > [20 2] Global Max
|¥ Pullup Conection  [W Spike Remaval 4 "
Local Region % > m Local Max v Saturation Detection [V Saturation Repait

Note: Use Panel Editor to set Min Intensity
Size Call

and % Global Max for peaks within Markers
% :
G s o e o) G [V Shutter Peak Filter (%) ¥ Plus-A Filter Size Calt
Left [30 2] Right [30 % @ Local Southem " Cubic Spine
Load Default Save Default
«Bock | [l Corcel |

| <« Back ‘ Nest >> | Cancel ‘

7. B cnemyromiem OkHe BBIOpaTh HACTPOHKU B COOTBETCTBUH C YKAa3aHHBIMHU Ha CKPHHIIOTAX JIJIs
GeneMarker cinesa u GeneMarker HID crnpasa. /[Ba pa3a nHaxate «Back» u BepHyTbCA K
MepBOMY OKHY I1a0JIOHA.

Run Wizard X Run Wizard X
Additional Settings - Fragment Analysis Additional Settings - HID Analysis
Set additional options related to the different analysis type: Set additional options related to the different analpsis type
Aleic Lacder. |NONE =l [none =l | @ Auto Select Best Lacder
Positive Control Template: | NONE - P.C. Template. 1: ]NQNE Ll Allow Match # Variance: |0
Allele Evaluati ize Dif
p;i Svca;: ion P.C. Template 2 ]NONE Ll Max Average Size Diff 040
Rei T 00 P [~ Use Ladder Library
eject < Check <Pass ‘Allele Evaluatiors 550
r m Peak Score:
40
Reject < |1.00 Check |7.00 < Pass [ Auto Panel Adiustment
T~ Mixture Evaluation 1 omplo Lty Sensor
< Back concel | | << Back * Cancel
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8. B otkpriBmieMcs nepsom okHe «Run Wizard» emi€ pa3 npoBepuTh BCe HACTPOMKU U HAXKaTh
«Savey. Tenepp B crucke MabIOHOB MOSBUIICS HOBBIN MIA0JIOH aHAM3a A7 paboThl ¢ HAOOPOM
Gene Profile Cattle, 1151 mocineayrommux aHAIM30B MOXKHO BBIOMPATH €ro 0€3 JTOMOJHUTEIbHBIX
KOPPEKTUPOBOK.

Run Wizard X

Template Selection
Set the template of the project

* Select an existing template or create one

4 SNaPshot A~ Template Name: W
y GP Cattle Paret [GpCatle 13— <] g
H Syntol_KRS SieStendard [sD200 <] |
.. SyntoLKRSf2 Standard Color: IF]
M Test_PDMA-6 : hd
4 Trisomy Andysis Type: [Fragment =]
= R P _pp—— s
< >

& Save | > Delete |

" Use last template

| Mest >> LCancel |

9. Jlns aHanu3a TEKYIIEro MPOeKTa HY>KHO J[Ba pa3a HaxaTh «Next», B mocienneMm okae «OK».

6.2.3. AHaiu3 pa3MepHOro cTaHgapTa
1. Heobxomumo yOeauThCs, 4TO BO BCEX 00pa3iiax MpaBHIIBHO TOAMKUCAH Pa3MEpPHBIN CTaHIapT.
Jliig 3TOTO, B BEpXHEH NIaHENIN HY’KHO Ha)KaTh Ha KHOIIKY «Size Calibrationy».
Tools Help

B-2 Q% EEEEI

2. B otkpeBmiemcs okHe «Calibration Charts» npoBepuTh Bce 00paslbl MO CHOUCKY U
yOeIUThCS, YTO OIEHKAa KavyecTBa pa3MepHOro craHmapta He Huxe 96 6amioB u3 100. Ecnu 30
BEPHO U1 BceX 00pasIoB, TO JalbHEUIINE ACHCTBUS HE TPEOYIOTCS, OKHO MOYKHO 3aKPBITh.

-3',], Calibration Charts

=lwis 2 H 5

No. | Sample Name | Scole|
1 KPC_POS_aAd.tsa 98
2 KPC_POS_B4.Isa 93
3 KPC_POS_C4.Isa 98
4 KPC_POS_D4.fsa 93
5 KPC_PDS_E4.tsa 98
6 KPC_POS_F4.fsa 98
7 KPC_PDS_G4.fsa 38
8 KPC_POS_H4.fsa 98

3. Ecnm nns xkakux-1o 00pasioB oleHKa KayecTBa pa3MEPHOTO CTaHAapTa HIbke 96 6aioB, ero
HYKHO TPOBEPUTH, U, BO3MOXKHO, Mepenoanucarh. s 3TOro, B CHHCKE 00paslioB BBIOPATH
HYKHBI 00pa3el] Ha)kKaTHeM JICBOW KHOIIKH MBIIIIH.

-g',], Calibration Charts

Elvik SEE

No. | Sample Name | Scme\
1 KPC_POS_ad.tsa 93
2 KPC_POS_B4.tsa 38
3 KPC_POS_C4.lsa 93
4 KPC_POS_D4.fsa 38
6 KPC_POS_F4.fsa 38
7 KPC_POS_G4fsa 33
8 KPC_POS_H4.fsa 38
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4. CnpaBa BepxHUU TpaduK — OTO BUPTYAIbHBIA pa3MEPHBIA CTaHAAPT, IMOCTPOCHHBIN
IpOrpaMMOil Al MPOBEPKH, Ha HEr0 HY)KHO OPHEHTUPOBATHCS BHU3YyaldbHO. I'paduk HIbke —
pa3MepHbIil cTaHgapT BeIOpaHHOrO oOpasma. HykHo yOemuThcs, YTO maTtTepH MOANHUCAHHBIX
ITUKOB HIDKHETO rpauka COBNAIAET C MATTEPHOM NMHUKOB BepxHero rpaduka. [loanucanubie TUKU
UMEIOT 3eJIEHBIE TPEYTOJIbHUKY Ha BEPIINHAX.

Expected Size - SD-240
60 70 80 80 100 110 120 130 140 150 160 170 180 180 200 210 220 230 240

KPC_POS_Ed4fsa 11807580
70 80 50 120 140 160 180 220 230 240

100

50

1500

1000 ¥ v v v v 7 7
v v v
500

2000 3000 4000 5000 6000 7000 8000

5. Ecnu Ha KaKuX-TO MUKAX TPEYTOJILHUKOB HE XBAaTAET, HY’)KHO UX IIPOCTABUTh, HAKAB IIPABOU
KHOIIKOW MBI Ha HYXHBIA TTUK U BbIOpaB B BbimaBmeM MeHIO «Add Peak». [[ns ymobctBa
rpaduK MOXHO MacIITaOUpPOBATb.

KPC_PC
70 80 90 120 146
1500
1000 ¥y ¥
¥ v v
500 =
Delete Peak De |
0 1%
Add Peak i—
'PC_POS_A4.f o !

6. JlumHWe MUKW MOXHO YIQJINTh, HA’)KaB Ha HUX MPaBOM KHOMKOW MBIIH U BeIOpaB «Delete
Peak».

120 140 160

v
v

Delete Peak
Add Peak

7. Tlo okOHUaHWM KOPPEKTUPOBKM TMHKOB CTaHAapTa BbIOpaHHOTO oOpasma, HY)XHO IpaBOMl
KHOIIKOM MBIIIN HaXXKaTh Ha CBOOOHOE TOJIE€ MEXIY MUKaMU U B BHINAIAIONIEM MEHIO BHIOpATh
«Update Calibration». I[loBroputs mporenypy Aias BceX 00pa3loB, KaueCTBO pa3MEpHOTrO
CTaHAapTa KOTOPBIX HIKEe 96 GamioB. 3akpeiTh okHO «Calibration Charts» u npectynuts k
ananuzy IIKO.

KPC_POS_E4fsa
70 80 90 120 140 160 180

1500
1000 Y ¥ ¥ v A
500 Delete Peak De

o ] Add Peak
2000 300 Fix Size

BC_POS_Ad.fsa
250
2004 - - --

oo i S TN

Reset Peaks

Update Calibration F5
Copy Current Calibration Data

6.2.4. AHa/1u3 N0JIOKUTETBHOT0 KOHTPOJILHOTO 00pasua (ITKO)
1. KnuknyTh 1Ba pasa neBoi kinaBumieid Mo 1o ¢ainy ¢ [IKO.
2. B BepxHem MeHIo BbIOpaTh kaHan «Blue» ncnons3ys kiaBuiry «Show Dyey.
3. VYo6eautncs, uro Bcem nukam IIKO no kanany «Blue» nmprcBoeHO BepHOE 3HAUYCHHE aJIJIEIIsI.
[Tognucu AMIIHUX THKOB HYXXHO YJIAIWUTh, BHIOpAB MX Ha)KaTHEM JIEBOH KHOIKH MBIIIH, C
nomombio KHOnKd « DELETE».
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TGLA227 [ BM2113 TGLAS3 [ ETH10 ]
60 70 80 50 100 110 120 130 140 150 160 170 180 190 200 210 220 230 240
4000
3000
2000
1000
0 el O

4. Ecnu ocranuch KENThIE WM KpacHbIE MOJNUCH NMUKOB, IPU YCIOBUH, YTO OHU BEPHBIE, UX
HYKHO NpuHATh. [IpaBoil KHONKOW MBIIIM Ha)XkaTh Ha IyCTOE IoJie rpaduka, 6e3 MUKOB, U B
BbINaBIIeM MeHI0 BeIOpaTh «Confirm all».

Edit Allele

Edit Comments

Insert Allele

Delete Del

Undelete Shift+De

Unconfirm
Confirm All
Unconfirm All

View History...

5. B Bepxuem MeHI0 BbIOpaTh kaHal «Green» ucnonb3ys kiasuiry «Show Dyey.

6. Yo6eautncs, uto BceM nukam ITKO no kanany «Green» mprucBOSHO BEpHOE 3HAUCHHE aJlIeTIs.
[Moanmucy AWIIHUX MHKOB HYXXHO yAadUTh, BHIOPAB WX HAKATUEM JIEBOW KHOMKU MBIIIH, C
noMoupio KHONKH «DELETE». Ecnu ocranuch KENThle WIM KPacHbIE MOMAMKMCU MHUKOB, MPU
YCJIOBHUH, UTO OHHM BEPHBIE, UX HYKHO MPUHSATD.

CSRMEO ] [spsiis [ TGLAIZ BM1813
60 70 80 90 100 110 120 130 140 150 160 170 180 190 200 210 220 230 240

s00
3000
2500
2000 h
1500 |
1000

1 r ‘ |
500 i il
- MU L UL, Ml
(14 R P TR S SRR 0 L R 1 | B i R N L S S A A S s S e e e R AN e
it i bt b b i et b . -
figis

8. B Bepxnem meHro BbIOpaTh kaHai «Yellow» ucnonb3ys kinasuiry «Show Dyey.

9. VYo6enutncs, uro BceM nukam IIKO mo kanamy «Yellow» mpucBOeHO BepHOE 3HAYCHHE
ainens. [logmucy IMITHUX MUKOB HY>KHO YJIATHTh, BRIOPAB X HAXKATHEM JICBOW KHOIIKH MBIIIIH,
¢ nomoupio KHONKK «DELETE». Eciin octauce %ENThIe WM KpacHbIE MOJNUCH MUKOB, MPHU
YCJIOBHUH, UTO OHHM BEPHBIE, UX HYKHO MPUHSTD.

[ HAUT27 ] CSSMES ] [ BM1824 | [ ETH3 ]
80 70 80 %0 100 110 120 130 140 150 160 170 180 180

250

4000

200 710 720 730 240
3000
2000
1000 m
o MJJU\..JL
[144]14] [18s]f1s3] [128] [i17]

10. B BepxueMm meHI0 BeIOpaTh KaHal «Red» ucnonsiys kinasuiry «Show Dyey.
11. V6emutncs, uro BceM nukam IIKO no kanany «Red» mprcBoeHO BEpHOE 3HAUCHUE AJLIEIsL.
[loanucy NUIIHUX MHUKOB HYKHO YJAJIWUTh, BHIOpaB MX Ha)KaTHEM JIEBOM KHONKH MBIIIH, C
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noMoupio KHONKU «DELETE». Ecnu octanuck EnThle WM KpacHbIC MOIINUCH MUKOB, MPU
yCJ'IOBI/II/I, YTO OHHU BepHBIe, nux Hy)KHO HpI/IHHTb.

[ TGLAIZE ] ETH225 |
€0 70 50 %0 100 110 120

130

[ NRAD23 ]

[ LSTS006 ]

140 150 160

170

180 190 200

o 220 2% 240 250

4000

3 000

2000

1000 ‘
e

Tabmmma 3. AnnenbHoe COCTOSIHUE TOJIOKUTEIIHOTO KOHTpoJibHOTO 00pasna (ITKO)

Kanan Tokye XpomocomHast AJL1eJIbHOE
AeTeKIHU JIOKAJIN3al U COCTOSIHUE
TGLA227 | D18S1 89
BM2113 | D2S26 135
BLUE TGLAS3 | D16S3 160
ETHI10 D5S3 209/225
CSRM60 | D10S5 92/96
SPS115 D15 248
GREEN TGLA122 | D21S6 149/151
BM1818 | D23S21 262/266
HAUT27 | D26S21 144/148
CSSM66 | D14S31 189/193
YELLOW "pMig24 | DIs34 88
ETH3 D5S3 117
TGLA126 | D20S1 115/117
RED ETH225 | D9S2 140/144
INRAO23 | D3S10 210214
ILSTS006 | D7S8 294

12. Ecnu mpucBOeHHBbIE 3HAu€HHMs ayUleleld He COOTBETCTBYET 3HAueHMAM B TalOJHIe,

HE00XO0/IMMO HACTPOUTH ITaHENb.

13. Jlna HAcTpOMKM MaHeNH HEeOoOXOIUMO B BepXHeM MeHIO BhIOpaTh «Tools», B BbimaBiieM

crucke «Panel Editor».

File View Project Applications Tools Help
| » || T [l Panel Editor

Il Size Template Editor
onted]

Positive Control Template Editor
File Conversion
Database Manager »

Pedigree File Name Match
File Name Group Tool
Convert Text to Binary Files

Validation Assistance 4
Export Electropherogram ...

< Magic Wizard
E Show Last Event
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14. B choucke maHeseil cieBa BbIOpaTh MaHEIb Ui peaakThupoBaHus. Ecim ucmonb3yere
nporpammy GeneMarker HID, To He BbIOupaiiTe camylo BepXHIOHO naHenb. HyxHas maHenb
HaxOJIUTCS B OOIIEM CITUCKE M0 a(aBUTHOMY TIOPSIIKY.

-_",L Panel Editor

File Tools Help

OB X |

& 45GM_mPCR S

[ Amplide_CGG

4 caH

[ CoDIS_Cattle

? CODIS_Cattle_nanophor

[# CODIS_PIG_YL_Nanophor

[#4 DEL

[#& GpCattle_v1_0

BgGo_Calte 13

? Gp_Cattle_v7n

[4 HO

& LOH_Panel

ME028_C1

A ME028_C1_Nanophor

[& ME028_C1_Nanophor2

[A MED28_PwS_AS_Vs16 im

4 MEO30 C3 Nanoohor b
>

A 3-F-F-E-E-E-E-E-E- - -E -

15. B cniucke o0pa3ioB HIKE BBIOpaTh TONBKO monoxuTenbHbie KOHTpoau ([TKO). C numaux
00pa3IoB CHATH TaJJOYKH BBIICICHUS HAKAB JIBAXKIBI JICBOW KHOIIKOW MBITIIH.

=-[# ME028_C1_Manophor2

=- [ ME028_PWwWS_AS_Vs16_im
#1-[# MED30 C3 Nanoohor -
< >

& Samples
B KFC_POS_Adfsa
B KPC_POS_B4fsa
B KFC_POS_Cdfsa
B
B KPC_POS_Edfsa
B KPC_POS_Féfsa
B KPC_POS_Gdfsa
B OKO_H4 fsa

16. B oxHe maHenu NpPOBEPUTH BCE MApKEphl Ha IMPaBUIBHOCTh ONPEIECICHUS aJllelel, U
Mapkepsl, B KoTopbix amienu IIKO onpeaenwyiuch HEBEpHO, CIBHUHYTh [0 IPAaBUIBHOIO
noJiokeHud. st mepenBukeHusl MapKepa HaXkaTh U yAep)kKuBaTh KiaBuily «Shift», Haxats u
yAEpKUBaTh JIEBOM KHOIKON MBIIIM Ha Ha3BaHUWE MapKepa Ha II0JO0CE CBEPXY M MBIIIbIO
NIEpPEIBUHYTh MapKEp B HY>KHOE MOJIOKEHHE. TOYHO Tak k€ MOKHO JIBUTaTh U OTJEJIbHBIE aJUIETN
BHYTpPH Mapkepa. MexIy KpackaMu IMaHEId MOXKHO IMEpeKNIIouaThes, HaXKMMasi Ha I[BETOBOE
0003HaYeHHE KPACKU B BEPXHEM MEHIO. B OKHE maHenu BO3MOXKHO TaKoe e MacIiTabupoBaHue,
Kak ¥ Ha rpadukax oOpas3oB B OCHOBHOM pabodeM OKHE.

[ TGLA227 |

800
800
700
600
500
400

300

200
” U\_M L_/x__
0
75(77 [79]81] i 85 [87 arisa 95 90‘103
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17. Tlo okOHYaHWU pPENAKTHUPOBAHUs TAHETH, HEOOXOAUMO €€ COXPaHWTh, Ha)KaB Ha 3HAYOK
COXpaHEHHs B BEpPXHEM MeEHIO. MOXKHO, TakKe, OXPaHUTbh OTPENAKTUPOBAHHYIO IaHENb IOA
HOBbIM Ha3zBaHueM B MeHIO «File» BbiOpaB «Save As New Panel».

18. lanee, Hy>xHO 3akpbITh OKHO «Panel Editor» u 3aHoBO mepe3anycTuTh aHanu3 NpPOEKTA, B
CTaHJAPTHOM I1a0JIOHE BEIOpAB OTPEIaKTUPOBAHHYIO TTaHEh BMECTO OOBIYHOM.

6.2.5.Baecenue npopuis IIKO B mad10H ananusa.
1. HyxHOo ompenenuThcsi €O CTAaHAAPTHBIM Ha3BaHUEM JUISl MOJIOKUTEIBHBIX KOHTPOJIEU B
naboparopun, Hanpumep, «PKO». Takum obGpazom, Bce obOpasmpl [IKO B kaxmaoMm mpoekTe
noikHbl tMeHoBaThesl «PKO». To ke camoe 1711 OTpULIATENbHBIX KOHTPOJICH.
2. B BepxneMm MeHI0 BoIOpaTh «View», B BoinaBiieM criricke «Preferencesy.

-J'J,,, GeneMarker - Untitled

File View Project Applications
& View Project History

@ u [3] Show Navigator

=

5@ [[& Show Gel Image
ﬂﬂ Show Report

Preference ...

3. B orkpeBmieMcs okxHe «Preferences» oTkpbiTh BkiIaaky «Control Tracking» s
GeneMarker win Brianky «Forensic» mis GeneMarker HID. B none «Positive Control
Identifier» BBecTH cTaHgapTHOE€ HauMeHOBaHHE s nosoxuTenbHoro koHTpons (IKO), a B
nosie «Negative Control Identifier» — orpunarensaoro koatpons (OKO). Haxars «OK».

Preferences X G x
: Statup | Display  Forensic | Sample Quaity | Report | Others |
Start up Settings | Display Settings Control Tracking I Report Settings ] Others |
[~ Show Ladder Samples in Report
Positive Control Identifier.  |FKO I Show Control Samples in Report
[~ Mark Deleted/Edited Peaks with Symbols
Hegatrve Contiol | dentifier; “|OKD v Auto-Delete Alleles in Vitual Bins in Allelic Ladder
[v Show Control Samples in Report I~ Label Peak Ratio
[~ Automatically Save Control Samples Peak Table ‘When Project is Saved = L%
Sample Type |dentifiler in Filename:
Ladder: LADDER
Positive Ctil 1. |PKO Positive Ctl 2. [PKO-2|
Negative Ctid: ~ |OKO
E Dyes... oK I Cancel | Import/Export oK Cancel

4. Teneps, nporpamma Oyzaet ompenenste IIKO u OKO B mpoekre aBTomatmuecku. Ecim
3arpy3ke KakKHX-TO OOpa3lloB KOHTPOJIM HE ONpPEACTIINCh, HYXHO eI pa3 MpOBEpUTh HX
CTaHJapTHBIC HauMeHOBaHMs B okHe «Preferences». Taxke, 1000My 00pa3ily B IPOEKTE MOKHO
npuHyauTensHo HazHauuTh cratyc IIKO win OKO, HaxaB Ha HETO B CHMCKE NPaBOM KHOIKOMN
MBIIIH, B BBINajaomeM MeHo HaxaB «Set Sample Type» u BbIOpaB COOTBETCTBYIONIUN THII
oOpasra.

27



SCNHTOA Gene Profile Cattle

(@] Untitled
5 e [
—f KPC_PDS_adfsa
KPC_POS_B4.fsa
-[B KPC_POS_Cdfsa
- PC: PKO_D4.fsa
-~ KPC_PDS_Edfsa
-~ KPC_POS_F4.fsa
B KPC_POS_G4.fsa
NC: OKO_H4.fsa

5. B Bepxaem MeHro nporpammbl BeiOpath «Tools», B BeimaBmiem crincke «Positive Control
Template Editor».

-1@. GeneMarker - Syntol Cattle 2.5GF

File View Project Applications | Tools Help

Sy B E e (UL panel Editor

| W size Template Editor

_ gnt;‘t;f\‘aglaei.SGF Positive Control Template Editor
SR Allele Cal Merge Project
ieof KPC_POS_Adfsa Macromolecules >
--B KPC_POS_B4.fsa File Conversion

B vOf OAc CA G-

6. B otkpeiBIIEMCcs OKHE HaxaThb KHONKY «Add». B mosiBuBIIIEeCs 1MoJjie BBECTH Ha3BaHUE IS
TEKYIIETO MOJIOXKUTEIILHOTO KOHTPOJISL K KOHKpEeTHOMY Habopy. Y 1oO0Hee BCero ux pa3nudarh 1o
Ha3BaHWIO HaOopoB. Takum oOpazom, it Habopa Gene Profile Cattle mongxoasiimum Ha3BaHUEM
ITIKO 6yner «GP Cattle», nanpumep. Haxxats «OK».

Positive Control Standards:

[1 LI Edit Delete
Genotypes:
# | Marker Allele1 | Allele 2 Import Genotypes from Sample:
1 BAT-25 148 148 -
New positive control standard: X |
|GP Cattie]
0K | Cancel
" OK

7. B ctpoke «Import Genotypes from Sample» BbIOpaTh TPOBEPEHHBIN IMOJIOKUTEIBHBIN
KOHTPOJIb U3 TEKYIIETO MPOEKTA.

Positive Control Template Editor X

Positive Control Standards:

[GP Cattle | Edt| Add | Delete
Genotypes:
# | Marker I Allele 1 |A|\E\EZ I I Import Genotypes from Sample:

| v

KPC_POS_A4
KPC_POS_B4
KPC_POS_C4
KPC_POS_E4
KPC_POS_F4
KPC_POS_G4

8. B orkpeiBmieMcs okHe Haxath «/da». Jlanee, Haxxats «OK>» BHU3Y OKHA.
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Positive Control Standards:

&P Catie | Edt| Add| Delete

Genolypes:
" ! Marker j Allele 1 IAIIeIeZ ] ] Import Genotypes from 5ample:

[Fro_D4 =~

Confirm |

You are going to set genotypes from sample
! PKO_D4 as standard, continue?

=T

Aa Het !

9. 3amyctuth aHanu3 HaxxaB Ha kiaBuily «Run Project» B BepxHem MeH0. B oTkpriBIIEMCS
okHe «Run Wizard» u3 crincka BeiOpaTh Hy>kHBIH m1a0ioH (Syntol GP Cattle), nBa paza Haxxatb
«Next». B rpade «Positive Control Template»/ «P. C. Template 1» BbIOpaTh MoAXOAAIINI
MOJIOKUTEJIbHBIA KOHTPOJIb B COOTBETCTBUU C Ha3BaHHWEM, KOTOpOE ObLJIO JaHO €My B IyHKTE 6.
JlBa pa3a Haxatb «Back» 1 BepHYTbCS K IEpBOMY OKHY IIa0JIOHA.

Run Wizard X Run Wizard X
Additional Settings - Fragment Analysis Additional Settings - HID Analysis
Set additional options related to the different analysis type: Set additional options related ta the different analysis type:
Atec Lader. |[NONE = [vore =1 | - Auto Select Best Ladder
Positive Control Template: | MONE - P.C. Template. 1:  [NONE -] Allow Match # Variance: |0
Allele Evaluation NONE Identifiler_Plus A ize Diff:
Peak Score: Verifiler Plus P.C. Template 2 |promega_Fusion_6C Max Average Size Diff:  |0.40
g CODIS PIG GlobalFiler [ Use Ladder Library
Reject < [1.00 GP Cattle Allele Evaluation | versaPlex_27PY 05D
- Verifiler Plus z
- ,,n— Peak ?cme
Reject < |1 {ixMark Plus [ Auto Panel Adiustment
COrDIS Expert 26 v Auto Panel Adjustme

[~ Misture Evaluation T~ Sample Quality Sensor

—
|

<« Back ‘ ok Cancel J B save | <« Back | ok ] Cancel |

10. Haxatp «Save». Teneps, mpu aHaIu3€ 10 TOMY IIA0JIOHY MporpaMMa OyIeT aBTOMAaTHYECKH
npoBepATh nonyuuBluicss reHotun IIKO. Ilpoananu3upoBaTh NPOEKT CHOBA, TEHEPh C
nposepkoil IIKO, MmoxHO 1Ba pa3za HaxaB «Next», B mociennem okHe «OK».

Run Wizard X

Template Selection
Set the template of the project

* Select an existing template or create one

4 AFLP A TemplateMame [SyrtolGP Catle
foeeg Pt oo ] el
H FragileX SieStandad: [sD20 =]

4 LOH tndysis Type: [Fragment <]

v JOY TNY QU TR | R PR L

X Delete

" Use last template

‘ Mext > J Cancel |
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6.2.6. AHAIM3 OTPUIIATEIBLHOT0 KOHTPOJIbHOT0 o0pasua (OKO)
1. KiuuknyTts aBa pa3a jgeBoi kinaBumiei Mpi 1o ¢ainy ¢ OKO.
2. Y0eauThCs, YTO B JUANIA30HE BBIXOA IEIEBHIX ()ParMEHTOB OTCYTCTBYIOT KaKHe-THOO0 MTUKH,
KpOMe MHKOB Pa3MEpPHOT0 CTaHAAPTA.

6.2.7. Ananu3 o0pa3uos

KiukayTh 1Ba pasa geBo# KJaBHIIEeH MBIIH 10 (aiay oOpasma.

B BepxHeM MeHIO BHIOpaTh aHAIM3UPYEMBIH KaHal UCIOb3ys KiaBuiry «Show Dyey

3. YOeautbcs, 4TO BCEM MHKaM 10 aHAIM3UPYEMOMY KaHaIly MPUCBOEHO 3HAYEHHE aJlIels.

N —

6.2.8. Ucki1r0ueHne U3 AHAJIN3A CTATTEPOB M apTe(aKTHBIX TUKOB

MuKkpocaTesTuTHbIE JOKYCHI, TPEeICTaBICHHBIE B HA00PE, HECYT AUHYKJICOTHTHBIE TOBTOPHI,
YTO TPUBOAUT K OOpa30BaHUIO BBICOKMX CTAaTTEPOB (MOOOYHBIE MPOMYKTHI aMIUTH(GUKAITIN
CBSI3aHHBIC C «IPOCKaJb3bIBAaHHEM» MonuMepasbl). OHM MoryT gocturatbh 10 90% BeNTUUYMHBI
OCHOBHOT'O NIHMKa. A B cllyyae HaJlM4Hs JBYX COCEJHHX ajieliell B JIOKyce, CUTHaJl cTaTrepa
JUTMHHOM aJIJIeTd CYMMHPYETCSl C CUTHAJIOM OCHOBHOTO IMHKa KOPOTKOM aJUIeNy, YTO MPUBOJIUT K
TUCOaIaHCy TI0 BBICOTE ajuIeleH.

| TGLA126 |

a0 90
TR Y Y oy pu—

l\, J'

|
et e

[17]18]

|'||
_,_‘_r'l_JI v

Taxxe, BO3MOKHO IPUCYTCTBHE apTEPaKTHBIX MMKOB, CBI3aHHBIX C TOCTAHOBKOW aMITH(DUKAIIMH
HarnpsiMmyto (MuHys ctaauto Beiaenenns JJHK).

| TGLA126 |

JUist UCKITIOYEHHU S U3 aHAIM3a CTAaTTEPOB M apTe(haKTHBIX MUKOB HYKHO:
1. HaBecTtu Kypcop Ha MK CTAaTTEPa, BHIACIUTD €T0, IIEIKHYB JIEBOM KJIABHUIIIECH MBIIIH.

| ILSTS006 |
170 180 190
—— o m )
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2. Haxarp mpaByt0 KHOIIKY MBIIIIA U B OTKPBIBIIIEMCS] OKHE BBIOpaTh «Deletey.
Set Reference Peak Height

Edit Allele

Edit Comments

Insert Allele

Delete Del
Undelete Shift+De
Confirm Ctrl+M
Unconfirm Ctrl+Alt+M
Confirm All

Unconfirm All

Undo

Show Columns >
Copy Table Ctrl+C
View History...

6.3. Ananu3 nannbix B Gene Mapper

6.3.1. UmmnopT ¢aiijioB 1J1s1 AaHAJIU3A JTAHHBIX

[Ipu mepBOM aHanM3e AAHHBIX HEOOXOAWMO HMIIOPTUPOBATH (ailyibl maHenu, OMHOB, a
Take (aiy pasMepHoro crangapra. Malasl TPEIOCTABISIOTCS MPOU3BOAUTEIEM Habopa. s
3TOro:
1. 3amyctute nporpammy GeneMapper Software 6 B BepxHem MeHIO Haxath «Tools» B
BBINAaBIIEM cITUCKe BHIOpaTh «Panel Manager».

T GeneMapper Software 6 - Untitled [Generic] - gm Is Logged In Database XE3-10T-2019
File Edit Analysis View Tools Help

=R=0 N GeneMapper Manager Ctri«h | [ @ | Table Settin
o i Project <? Panel Manager Ctrl+J
N

Study Manager e Sample D

Table Setting Editor...  Ctrl+T

Security Manager

Audit Manager >

Esig Administrator

Remote Shutdown...

e[S e[a]&[w]n]=]

Options...
[ [
[«

2. B otkpsiBHIeMcs OKHe ciieBa HaxxaTh «Panel Manager».

™ Panel Manager

File Edit Bins View

G [0 W | W™ | ense: ML ESE EEEEEEN
Fit Hame Kit Type |Comment
;—----@GenExpEn_SturgEun 1 |GenE=pert_Sturgeon | Microsate | none
~~2GpCattle 2 |GpCattle Microsate | none

3. B Bepxnem meHto Haxath «File» B Brimasmem cimcke BeIOpaTh myHKT «Import Panelsy.

= Panel Manager

File Edit Bins View

New Kit... CleN | Bin Set v
Duplicate Panel Kt Mame Kit Type | Comment
Duplicate Kit aerk rpert_Sturgeon | Microsate| nane

GpCattle ticrosate | none

Import Panels..  Ctrl+M
Import Bin Set...  Ctrl+Shift+B

Export Panels... Ctrl+E
Export Bin Set... Ctrl+5Shift+E
Export All Kits... Ctrl+K
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4. BwiOpats namnky c ¢aitnom nanenu (GpCattle) u moArpy3uTh €ro B mporpaMMy Ha)xaTuem

kHONKU «Importy.

5. IenxnyTs no nanke GpCattle nosisuBmieiics B ciiucke «Panel Manager»
= Panel Manager
File Edit Bins View
wox | B Ml E | i | Bin Set: | GpCattle v ‘ i & W 5 | |
B---E;_,Panel Manager Panel Name Comment
ﬁlﬁfip[:attle 1 [|GpCattle ‘nnne
(|5 GenExpert_Sturgeon
6. B Bepxnem meHro HaxxaTh «File» B oTkpbIBIIEMCS criucke BbIOpaTh MyHKT «Import Bin Set».
T Panel Manager
File Edit Bins View
New Panel... Ctrl+N ‘ Bin Set: GpCaltle ~
Duplicate Panel Fanal Hame Comment
Duplicate Kit |L" hone
Import Panels..  Ctrl+M
Import Bin Set.. Ctrl+5hift+B
Export Panels... Ctrl+E
Export Bin Set...  Ctrl+Shift+E
Export All Kits... Ctrl+K
7. BoiOpats nanky c ¢daitnom 6uno (GpCattle bins) u moarpy3uTs ero B nporpaMMmy HaskaTHEM

kHOnKH «Import». 3akpeiTh 0kHO «Panel Editor».
8. B Bepxnem meHio Haxath «Tools» B oTkpseiBmIeMcs crucke BbIOpaTh «GeneMapper

Manager».
T GeneMapper Software 6 - Untitled [Generic] - gm Is Logged In Database XE3-1oT-2019
File Edit Analysis View Tools Help
] H ‘ \I, @ GeneMapper Manager  Ctrl+M | | @ | Table Setting
4T Project _5 Panel Manager Ctrl+)
| Study Manager ne Sample D
;— Table Setting Editor...  Ctrl+T
E Security Manager
% Audit Manager >
5l Esig Administrator
% Remote Shutdown...
E Options...
10— I I
[«
9. B BepxHeil CTpOKE OTKPBIBIIETOCS OKHA MEPENTH Ha BKIAAKY «Size Standards» v HaxaTh

KHONKY «Import».
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= GeneMapper Manager x
Projects Analysis Methods Table Settings Plot Settings
Cluster Plot Settings Matrices Size Standards SNP Sets Report Settings
Mame Size Standard Dye Last Saved Owner Ty
3d-450 Orange 2022-01-28 14:3317.0  |gm Ba
CD-240 Orange 2022181214120 |gm Ba
cdd20 Orange 2022:03-251217:27.0 |agm Ba
cd400 Red 202203-2512.020.0 |gm Ba
SNPlex_48ples_+1 Orange 200303-26 2216:340  |gm Ba
GSE00LIZ Orange 2008-06-27 2202440 |gm Ba
GSEOOLIZ+Normalization | Orange 2002-06-27 21:5354.0  |gm Ba
G5500R0X Fied 2008-04-18 01:58:46.0  |gm Ba
GS5500(-35,-250,-3400R0%  |Red 2008-06-12 04:04:14.0  |gm Ba
GSE00(-35,-250,-2400LZ | Orange 20020413 01:5207.0 |gm Ba
GS5500(-250)R03 Fled 2008-04-18 01:56:15.0  |gm Ba
GSE00[-250)LIZ Orange 2002:08-21 00:0236.0  |agm Ba
G5400HDROX Fied 2002-08-21 00:02:36.0  |gm Ba
GS3I50R0 Red 200206-11 01:26:47.0 |gm Ba
GE120LZ Orange 2002:08-21 00:0236.0  |gm Ba
< >3]
New Open Save As Export Delete
Help Done

10. BriOpats nanky c ¢aitnom pazmeproro crangapra (CJA-240) u moarpy3uTs ero B mporpammy
Ha)KaTHeM KHONKH «Import».
11. Ilepeiitu Ha Bknanky «Analysis Methods» u HaxaTh kHONIKY «Import».

= GeneMapper Manager x
Cluster Plat Settings Matrices Size Standards SNP Sets Report Settings
Projects Analysis Methods Table Settings Plot Settings

Mare Last Saved Owner Instrument A
GenExpert Sturgeon 20220224 15:34:37.0 |gm Mir
GpCattle 2022-02-0915:11:240  |gm i
SNPlex_Rules_3730 20040921 2233020 |gm 3730 Sh
SNPlex_Rules_3130 2008-0418 01:53:07.0  |gm 30 Sh
SNPlex_Model 3730 2004-09-21 22:36:480  |gm 3730 Sh
SMaPshat Default 2003-07-26 0:10:02.0  |gm S
Microzatellite Default 2005-06-09 00:50:00.0  |gm Min
AFLP Default 20040717 0221:190 | gm AF
< >]
New.. Open... Save As... Export. Delete
Help Done

12. BriOpats manky c¢ ¢aiimom meroga (GpCattle method) u moarpy3uth €ro B mporpammy
HaxxaTueM KHoOIKH «Import». 3akpbiTh 0kHO «GeneMapper Manager».

6.3.2. AHAJIM3 TAHHBIX
1. B mporpamme GeneMapper Software 6 B Bepxaem MeHto BIOpaTh «File», B oTKpbIBIIEMCS
cncke BeIOpath «Add Samples to Project».

T GeneMapper Software & - Untitled [Generic] - gm Is Logged In Database XE3-loT-2019
File Edit Analysis View Tools Help

New Project... cul+N [ LI | | e | Table Setting
Open Project... Ctrl+0

Close Project mple File Sample Name Sample ID

Save Project Ctrl+5

Save Project As...

Add Samples to Project... Ctrl+K

Associate Samples...
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2. B oTkpbiBIIeMCsl OKHE BBIOMpATh MAIKy C (aiiaMu Ui aHaJIn3a U HaKaTh KHONIKY «Add to
list» BHU3Y 1OJ CIMCKOM HaIoK.

% Add Samples to Project x
Edit View

Fles GM Database. ‘Samples To Add

@

o
o
o

=
o
o

!

% 0404227 1921 16321 +p17pasha
- 040422220 2naraboyka

050322 .13 (RAZV 60
050422

@ 002202510

022012 o Tk

wnzzz Pasha Atem Liza

WOSZDZ2D 13
o208 57

!
!
!
!
!
!
!
@
@
:
:
:
:
:
:
B 090222117 sa
:
:
@
@
@
@
@
@
®
®
® umzzmz 21502.512 10-109

3. BLI6paHHa$I TankKa MosABUTHCS B OKHE CIpaBa, BHU3Y HAXKaTh KHOMKY «Add»

Fles | GM Database ‘Samples To Add:
51 Resuts GoHuman ~]| L it 2022000117:38.22.262

-] 01.02.2022-Pasha razv obr 27,0122
- 010222 1PCRforlig7

@ 010222p.120-28.29

@

- 0103227 getersigoy +p 2239
B 0103222

- 010422 LEDDER GlobalFler

& 01022 GoCatte

21 +p17pasha
mmzzpzzpwz ambwk
04042272 ve

050522 13 A2V 606

060422

07022022510

090322612 Plu_Taq L
1

022

100222, Pasha Atem Liza
00222

1003202257 13

1003202258 4p7

080060 6-0-006-6.66-0.9068088899

100322
100322p122 502,512 10109 v

ptiors. Gless s Ada & Ansiyzs Cancal

4. Jlna oOpa3noB BeIOpaTh paHee MMIIOPTUpOBaHHbIE B mporpammy: «Panel» — GpCattle»,
«Size Standard» - C/[-240, «Analysis Method» - GpCattle _method.

% GeneMapper Software 6 - *Untitled [Generic] - gm Is Logged In Database XE3-IoT-2019 - o X
File Edit Analysis View Tools Help

COoH | wF  DEEAU BEE| > @ |Tesanmw

‘B L |De

B g% Project Samples
iz 202204 Status [Sample le [Sampie Name [Comments_[Sample Type P et Runtame [insirumert Type _[instment D [FunDate & Time_[REF [SQ1[SFIF
‘1 @ okoHDS fsa oko MNore: Sample. Inj2 2022-04-C| ABI3S00 -04-01 18:1 21
[ Ak oo ore[Sanwis 2 202201 e 01 18121
o (g jebsns we Wore |G (W0 |oucetie Gcatte e I iz 2022041 00 01 18121
< ]

5. 3amycTUTh aHAIMU3.

6.3.3. AHaJIM3 pa3MepHOro CTaHapTa
1. Heobxomumo yOeauThCs, 4TO BO BCEX 00pa3iiax MpaBHIIbHO MOAMKUCAH Pa3MEpPHBIN CTaHIapT.
Jlyist 3TOTO, HY’)KHO MPOBEPHUTH 3HaUeHUs SQ 17151 Bcex 00pa3ioB B nmpoekte. Eciu SQ — 3enénbrit
KBaJpaT, TO pa3MEpHBIA CTaHAapT ATOro oOpasma momamucaH BepHo. Ecoum SQ — xEnThrit
TPEYTOJbHUK, WA KPACHBIA KPYT, TO CTAaHIAPT HEOOXOIUMO MPOBEPHUTH.

|SNF [s05 s
S
y
CHE
@ &

o

OOO‘I
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2. Jlng sTOoro, HYXHO BBIJICIUTH BCE MPOBEpsieMble 00pa3libl U B BEpXHEH MaHENM HaXaTh Ha
kHOIIKY «Size Match Editor».

T GeneMapper Software 6 - Cattle_Nanophor [Generic] - gm Is Logged In Database XE3-loT-2018 T GeneMapper Software 6 - Cattle Nanophor [Generic] - gm Is Logged
File Edit Analysis View Tools Help File Edit Analysis Yiew Tools Help
COH | DEOU | EEG| > & | b sows | [— COH | LF DEDUL|BEB| »
S 2 Proect Samples  Genolypes =) 3 Project Samples | Genolypes [Size Match Editor
Ee-{CD Syntol Callle [Status  [Sampl= File |Sample M| Comment [Sample T SyniEallly Status  |Sample File
OKC_H4 fsa

KPC_POS_t4 fsa
KPC_POS_B4tsa
KPC_POS _Céfsa
KPC_POS _E4 faa
KPC_POS_F4 fsa
KPC_POS_G4 f3a
PHO_D4 f5a

| ~[ @ o] & w0 =

3. B oTkpeiBIIEMCS OKHE M3 CIIMCKa CJE€BAa HYXHO IOOYEpPENHO BbIOMpPATh 00pa3Lbl A
NPOBEPKH HakKaTHMEeM JIeBOW KHONKM MblmH. Ha rpaduke cmpaBa OymyT oToOpa)kaTbcs HX
pa3MepHbIe CTaHIapThI.

% Size Match Edibor x
File Edit View Took

x & &

B e Sue Mrches  Sum Calng Curve

KPC_POS_AdTes
0

S ety s 82 Gnsasa

4. HenpaBuiibHO MOJANMUCAHHBIA MUK MOXHO YJIAIUTh WM NEPEMMEHOBAaTh, Ha)KaB Ha HETO
MpaBOW KHOIKOM MbIIIK. HenoanucaHHbIi MUK TAK KE MOXKHO MOANUCATD.

]| 20 Maiches s Cating Cuve
Sizing Quality=0.5 Oreide 32
KPC_POS
KPC_POS Edfra
KPC_POS Fi faa
KPC_POS G4fsa
PKO_D4fsa
)
™
50
- 120
{ Ak
0 Delete.
= SeectSize X
Change... )
- i) 120 {700
0 200
o0.0
000
1200
1400
e 1600
a0
2000
2200
. bt L2300 L v A
400
e n s
<
ok | | camen | | sepy

5. Ilo OKOHYaHMM PENAKTUPOBAHMS PAa3MEPHOrO CTAHJAPTA, HYXKHO HAXaTb KHOIIKY BHU3Y
«Apply», 3atem, «OK». [locne npoBepku U ucnpaBieHus: Bcex o0pa3noB, okHO «Size Match
Editor» moxxHO 3akpbITh. lanee, MoxHO npucTynuTh k ananuzy IIKO.
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6.3.4. AHAJIN3 M0JIOKUTENIBHOI0 KOHTPOJIbHOr0 o0pa3ua (IIKO)

1. OtkpsiTh 00pazen [IKO

2. B BepxHeM MEHIO OTKJIIOYUTH BCE KaHAJbI, KPOME CHHETO. Y 0eIUThCS B TOM, YTO BCEM ITUKaM
ITIKO no naHHOMY KaHally MPHUCBOCHO BEPHOE 3HAYCHUE AJUIETILHOIO COCTOSHUS (CM. Tabuuiy 3).
[Toanucy NWIMHUX MHKOB HYXXHO YyAadUTh, BHIOPAB WX HAKATHUEM JIEBOW KHOMKU MBIIIHU, C
noMoubt0 KHONKU «DELETE».

3. B BepxHeM MEHIO OTKIIIOUYUTH BCE KaHAJbI, KPOME 3€JICHOTO. YOeIUThCS B TOM, UYTO BCEM
nukam [IKO mo maHHOMy KaHaly MPHUCBOCHO BEPHOE 3HAYCHUE AJUICIIBHOTO COCTOSHHS (CM.
tabnuny 3). [loanucy NUITHUX MUKOB HYXKHO yNaldHWTh, BEIOpAaB MX Ha)KaTUEM JIEBOM KHOIKHU
MBIIIH, ¢ TToMOITbI0 KHONIKH «DELETE.

4. B BepxHeM MEHIO OTKIIOYWTH BCE KAaHAJBI, KPOME JKEITOTr0. YOEIUThCS B TOM, YTO BCEM
nukam [IKO mo maHHOMYy KaHaly MPUCBOCHO BEPHOE 3HAYCHUE aJUICIBHOTO COCTOSHHS (CM.
tabnuny 3). [loanucy NUITHUX MUKOB HYXKHO yNaldWTh, BHIOpAB MX Ha)KaTUEM JIEBOM KHOIKHU
MBIIIH, ¢ TToMOITbI0 KHONIKH «DELETE.

5. B BepxHeM MEHIO OTKJIIOYHTH BCE KaHAJIbI, KpOME KpacHOro. YOEIUThCs B TOM, YTO BCEM
nukam [IKO mo maHHOMy KaHaly MPUCBOCHO BEPHOE 3HAYCHUE aJUICIBHOTO COCTOSHHS (CM.
tabnuny 3). [loanucy NUITHUX MUKOB HYXKHO yNaldWTh, BHIOpAB MX Ha)KaTUEM JIEBOM KHOIKHU
MBIIIH, ¢ ToMonibio KHONKU «DELETE.

6. Ecium mnpucBoeHHblE 3HAUYEHUS aiielied HE COOTBETCTBYET 3HAYCHHUSAM B TaONMIE,
HE00XO0/IMMO HACTPOUTH ITaHENb.

7. Jyig HACTpOMKHM MaHeIH He0OX0AUMO 3aKphITh OKHO C 00pa31ioM. B BepxHeM MeHIO BHIOPATh
«Tools» B oTKpbIBIIEMCS criicke BBIOpaTh «Panel Manager».

= GeneMapper Software 6 - Untitled [Generic] - gm |s Logged In Database XE3-1oT-2019
File Edit Analysis View Tools Help

. IJJ | ‘z, @ GeneMapper Manager Ctrl+M | | @ | Table Setting
..... B, Project _S Panel Manager Ctrl+)

Study Manager e Sample D

Table Setting Editor...  Ctrl+T

Security Manager
Audit Manager ¥

Esig Administrator

Remote Shutdown...

[e[o[S[a[a]~[e]m]=]

Options...
[ [ [
[«

=

8. B orpriBmIeMcs okHe BbiOpath nanky GpCattle. B neii otkpeiTs manky GpCattle, B
pe3yabTaTe 0TOOPA3UTCS CIIUCOK BCEX JIOKYCOB.

1| B et [Gcatle B L
~ S S oo AT | sk [t s Commens Lo

Univesal | Make Rams[ys Salo i
 — Bue  [si72 (382

T

2 ETHIO Bhe (1525 (5%
g B23 (e (10 12938
LA (e (1% 17308
COANED  (Gieen [7618 10407
5 SIS (Geen (11201 12758
TGLATZZ  [Gieen [182 18672
O BMIEIS (Geon [196555 (242
5 HAUTZ7(Yelow (1200|1393
O CoSHEs (velow (1229 1700
i BMiEE velow [1775 (2017
B ETH Vellow 2063|2378
B AT Red |82 %3
o[ ETHS  Red (10031 12007
WRADSS  [ed (1828 16243
i ISTSOS  [Red  [17102 1918

o i eforerce Sapies

9. B BepxHem MeHI0O HaxaTh KHONIKY «Add Reference Datay.
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= Panel Manager

File Edit Bins View

G X | pf M M | W™ | EnSe: GoCatle LA EEE SEEEEEN
B--,;_%,Pane\ Manager ~ Universal |Marker Name | Dye Colo | Min Size |Max Size |Control Alleles [ 5dd Reference Data P> Methed Comments Ladder Alleles
-9 GpCattle 1 ] TaLA Blue  |61.72 9362 7O none
- =HEGeCall 2 ETHID Ele 18625 |205.56 z ] nane
3 BM2113 Bue [1050 [129.38 2 00 none
4 TGLAB3 Blue  |13885 17408 z an none:
5 CSRMED Green |76.18 |104.07 2 00 none
; B SFS115 Green |11201 |127.58 2 00 none
[

10. B oTKphIBIIEMCS OKHE BHH3Y CJCBa BBHIOpATh MANKy C JAHHBIMH ITOCTAHOBKH, BBHIOpATh
obpasen [TIKO. Haxats «Add To List».

Sories To e

Sowch R S

12. B mpenpimyiemM okHe ciieBa MOSBITCS BhIOpaHHBIE pedepeHcHble oOpa3ibl. BeiOpars u3
CIHCKa JIOKYC, KOTOPBII HEOOXOAMMO peIaKTUPOBaTh, BHU3Y BhIOpaTh oOpazer [TKO.

= P Monager X
e Ean B view
o X | 5 B M | (8 | oo se:GeCatle vMfueee (A8 s@En

= 3 =

atkor ToL227 (617293 82)

0K | [ o | [ Aony

13. B oTKpbIBIIEMCSI OKHE OTKJIIOUHUTH BCE KaHAJbI, KpOME peAakTUpyeMoro. BHU3Y HaxaTh Ha
TOPU30HTANIBHYIO JIMHUIO JMANa3oHa JIOKyca, /Ui OTOOpaXeHHs TpaHMIl JIoKyca. Pacmmpursb
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TPaHUIIBI JJOKYCa M CABUHYTH OMHBI JIOKYCa, TIPU 3TOM TUANa30H MPOMEKYTKOB MEXIY aJlIeNIIMU
JOJKEH OBITH COXPaHEH.

i s Gt VM EsE |[@e s sEEn

® | 0 | oo Gocote IR LY RO 0

15. Ilocie HaCTpOWKHK 3HAYEHUI JIOKYCa HAKATh KHOMKY «Apply».

16. TloBTOpHUTH ACHCTBUS CO BCEMU JIOKYCaMH, KOTOPBIM ObUTH HEBEPHO MPUCBOCHBI aJICIIbHBIC
COCTOSIHUSI.

17. Haxatp kHONKY «OK».

6.3.5. AHAJIM3 OTPHLATEJBHOI0 KOHTPOJIBLHOI0 o0pa3ua (OKO)
1.  OtkpsiTh 00pazernr OKO.
2. Y06enuthcs, 4TO B MANa30HE BBIXOA LIEJIEBBIX (PArMEHTOB OTCYTCTBYIOT KaKue-JIM00 MUKH,
KpOMe€ ITUKOB pa3MEpPHOI0 CTaHAapTa.

6.3.6. Anaau3 odpasua
1. OTtkpsITh OOpa3err.
2. B BepxHeM MeHIO BBIOpaTh aHATM3UPYEMbI KaHAJI.
3. VYO0eauThcs, 9TO BCEM NMUKAM aHAIM3UPYEMOro oOpasma 1Mo JaHHOMY KaHally MPHUCBOCHO
3HAUYCHUE aJIJICIIA.
4. TloBTOpUTH JEHUCTBUE CO BCEMU KaHaJIaMHU.
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7. AHTEPIIPETALIUSA PE3YJIBTATOB

ANNeNbHBINA CTaTyC UCCIETyeMOTo 00pasiia OIIEHUBACTCS 10 KaXKJIOMY JIOKYCY OTJENBHO.
[Tpu aHanu3e Kaxa0ro JOKyca HEOOXOAUMO YUYUTHIBATh CIEAYIOIINE MTyHKTHI:
- B nmpenenax onHOro joKkyca BO3MOXKHO JIBa BapHaHTa aJUIEIbHOIO COCTOSIHMS,
TOMO3UTOTHBIM — OJTUH MUK B JIOKYCE, U TE€TEPO3UTOTHBIN — J[Ba MHKA B JIOKYCE.

[ HAUTZT ]
125 130 135 140

150
I'erepo3urothslii renotun 150/154 annens B nokyce HAUT27

150
I'omozurotusiil renotun 150 annens B nokyce ETH225

- Jlokycel, ucnons3yembie B HaOope GeneProfile Cattle gunykneorunnsr (amienu
JIOKyca OTIIMYAIOTCS Ha 2 HYKJICOTH[A), B CIEICTBHH ATOTO JUIS KXJIOW aJUIe]H XapaKTepHBbI
BBICOKME  CTaTTepbl  —  TPOAYKTH  aMIUIM(HUKANKUK,  KOTOpble  OOYCIIOBIICHBI
«MPOCKAIb3bIBAHUEM» TOJUMEpa3bl TMPU aAMIUTU(PHUKAIME MHUKPOCATTEIUTHBIX YYaCTKOB.
Pasmep craTTepa OyseT OTIMYaThCs OT pa3Mepa IeJIEBOTo ajulesl Ha IBa HyKJICOTH . Y POBEHb
CUrHaJia craTrTepa oO0brdHO He mpeBbimaet 50-70% annens.

- Ecnu B mokyce anienu OTIMYaloTCs Ha OJMH MOBTOP (2 HYKJIEOTHA) cTaTTep Oosee

JUTMHHOTO aJUIesIsl HaKJIaJbIBAeTCs Ha 11eJIeBOM MUK KOPOTKOT'O aJuiesis, TEM CaMbIM yBEJIUYUBas
YPOBEHb €r0 CUTHaJa.

5] [

I'ereposurorHslii renoTuna B 1okyce TGLA126 ¢ HanoxeHueM crarrepa amenu 117 Ha
ayens 115

JIist uaeHTuUKAIY KUBOTHOTO HEOOXOIMMO CPaBHUTH €T0 3asBJICHHBI TCHOTHII C

TFCHOTUIIOM, ITOJIYUYCHHBIM B X01€ UCCIICAOBAHU. AnnenbHOE COCTOSHUE T10 KaKIOMY JIOKYCY
HE JOJI?’KHO OTJIMYAaThCs:
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XOTs1 OBl B OOHOM M3 JIOKYCOB aJUICJIBHOC COCTOAHUC OTIMYACTCA — 3TO APYroc

I'enoTum,
3asiBJIeHHBIH | TOJy4eHHbII
Jlokyc
TeHOTHII B X0/1e
HCCIeI0BAHNS
TGLA227 | 89/97 89/97
BM2113 | 133/139 133/139
TGLAS53 | 160 160
ETHI10 213/221 213/221
CSRM60 | 100/102 100/102
SPS115 248/254 248/254
TGLA122 | 143/147 143/147
BMI1818 | 266/268 266/268
HAUT27 | 142/154 142/154
CSSM66 | 187/189 187/189
BM1824 | 180 180
ETH3 119/125 119/125
TGLA126 | 115/117 115/117
ETH225 140/146 140/146
INRAO023 | 206 206
ILSTS006 | 288/290 288/290
T'enotum,
3asiBJIEHHBI | TOJy4YeHHbIH
Jlokyc
reHOTHII B Xo/1e
HCCJICIOBAHUS

TGLA227 | 89/97 75/97
BM2113 | 133/139 133/139
TGLAS53 | 160 160
ETHI10 213/221 213/221
CSRM60 | 100/102 100/102
SPS115 248/254 248/254
TGLA122 | 143/147 143/147
BMI1818 | 266/268 266/268
HAUT27 | 142/154 142/154
CSSM66 | 187/189 187/189
BM1824 | 180 180
ETH3 119/125 119/125
TGLA126 | 115/117 115/117
ETH225 140/146 140/146
INRAO023 | 206 206
ILSTS006 | 288/290 288/290

JUiss  TOATBEP)KIAEHUS WA OINPOBEPKEHHS POJACTBA CPAaBHMBAIOT TI'E€HOTUIIBI

KUBOTHBIX.

Ecnmu B KaXIoM JIOKyce TeHOTHNA KHBOTHOro 1 onHa w3 amwieneil obmas c
AKUBOTHBIM 2, pe3yJIbTaT UCCIECIOBAaHUN CBUAETENBCTBYET O TOM, YTO MEXKAY KHBOTHBIM 1

Y 5KMBOTHBIM 2 POJICTBO MOJATBEPKICHO (POIUTENB/TEIECHOK):
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KusotHoe 1, | ’KuBoTHoe 2,
Jlokyc aJlIeJIbHOE ajlIeJIbHOE
COCTOsIHHE COCTOSIHHE

TGLA227 | 89/97 75/89
BM2113 | 133/139 139

TGLA53 | 160 154/160
ETH10 213/221 213/225
CSRM60 | 100/102 100/112
SPS115 248/254 254/262
TGLA122 | 143/147 137/147
BMI1818 | 266/268 256/266
HAUT27 | 142/154 154

CSSMo66 | 187/189 181/187
BM1824 | 180 180/190

ETH3 119/125 119

TGLA126 | 115/117 117/125
ETH225 140/146 140/158
INRAO023 | 206 198/206
ILSTS006 | 288/290 290/302

Ecnu xors Obl B OJTHOM W3 JIOKYCOB HET OOINEH ayuienu pe3yJbTaT HCCISIOBAaHUMN

KusotHoe 1, | 7 KuBoTHoe 2,
Jlokyc aJlIeJIbHOE ajlIeJIbHOE
COCTOSIHHE COCTOSIHHE

TGLA227 | 89/97 75/89
BM2113 | 133/139 139
TGLAS3 | 160 154/160
ETHI10 213/221 213/225
CSRM60 | 100/102 106/112
SPS115 248/254 254/262
TGLA122 | 143/147 137/147
BMI1818 | 266/268 256/266
HAUT27 | 142/154 154
CSSMo66 | 187/189 181/187
BM1824 | 180 180/190
ETH3 119/125 119
TGLA126 | 115/117 117/125
ETH225 140/146 140/158
INRAO23 | 206 198/206
ILSTS006 | 288/290 290/302

CBUACTCIILCTBYET O TOM, YTO MCXKAY KUBOTHBIM 1 ¥ :KMBOTHBIM 2 POACTBO HEC MOATBCPIKACHO:

Pexnamariii Ha HaOOp peaKTHBOB HAMPABIIATE 110 anpecy: 127434 r. Mocksa, yi. TumupsizeBckas, 42,
ten. (495) 977-74-55, syntol@syntol.ru
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